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−8p +8q

GATA3 :p.*445fs*63

Chromosomal alterations

Driver point mutations Other point mutations

d g h i j

k e f

PD9193: ER+/HER2−, G3, pS, P=6.4e−13, Q=3.6e−12

3.5 cm
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CREBBP :p.Q943*

SF3B1 :p.K700E

Chromosomal alterations

Driver point mutations Other point mutations
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PD9694: ER+/HER2−, G2, pS, P=1.5e−46, Q=1.3e−45

2.6 cm
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BAP1 :p.V336V
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9768: TN, G3, RD, P=0.013, Q=0.023
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9769: TN, G3, RD, P=0.00014, Q=3e−04

2.8 cm 2.5 cm
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9770: TN, G3, RD, P=0.0018, Q=0.0033

3.1 cm
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9771: TN, G3, RD, P=1.1e−09, Q=4.6e−09

6 cm
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APC :p.D1266H
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9772: TN, G3, pCR, P=0.001, Q=0.002

3.7 cm
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ARID1B :p.G83G

BPTF :p.I1549T

MLL :p.K928*TP53 :p.R248Q

ARID1B :p.G1395fs*35

Chromosomal alterations

Driver point mutations Other point mutations
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d

PD9773: TN, G3, pCR, P=0.33, Q=0.46

2.3 cm
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9774: TN, G3, pCR, P=1, Q=1

1.3 cm
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Chromosomal alterations

Driver point mutations Other point mutations
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PD9775: TN, G3, pCR, P=NA, Q=NA

2.7 cm
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KDM5C :p.V416L
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amp(8q24.21):MYC −17p −8p
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Chromosomal alterations

Driver point mutations Other point mutations
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d

PD9776: TN, G2, pCR, P=0.29, Q=0.41

3.5 cm
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Chromosomal alterations

Driver point mutations Other point mutations

a2 c2 e f

PD9777: TN, G3, RD, P=6.7e−08, Q=2.5e−07

4 cm 1.8 cm
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IRS2 :p.A943S

+8q +1q

PTEN :p.T319fs*1

TP53 :p.P151R

Chromosomal alterations

Driver point mutations Other point mutations

d e

a c

h i

f g

PD9849: ER+/HER2−, G2, pS, P=0.7, Q=0.8

3 cm
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PIK3C3 :p.D849N
JAK1 :p.D306N

GNAS :p.E21K
BAP1 :p.E566Q

MAP3K13 :p.Q388Q
SMARCA4 :p.P169LKDM6A :p.S706L

−17p −16q

DICER1 :p.S1287*TP53 :p.I254_S260delIITLEDSMLL3 :p.R2609Q
TP53 :p.R280T

TP53 :p.E287Q
AKT1 :p.E17K

MLL2 :p.Q3892*
ARID1B :p.E381*

TP53 :p.T125T
MAP2K4 :p.?

Chromosomal alterations

Driver point mutations Other point mutations

e
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f h

PD9850: ER+/HER2−, G2, pS, P=2e−134, Q=3e−133

3.2 cm
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amp(8p11.22):FGFR1
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Chromosomal alterations

Driver point mutations Other point mutations

d e

a c
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f g

PD9851: ER+/HER2−, G2, pS, P=NA, Q=NA

3.3 cm
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PIK3CA :p.H1047R

TP53 :p.Q165*

Chromosomal alterations

Driver point mutations Other point mutations

d e

a c

h i

g

PD9852: TN, G3, pS, P=1e−21, Q=6.5e−21

4 cm



5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

VAF VAF

VAF VAF

VAF VAF

VAF VAF

|logR| |logR|

|logR| |logR|

|logR| |logR|

|logR| |logR|

ARID1A :p.P1575P

ESR1 :p.H488fs*14

PDGFRB :p.S728N
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ARID1A :p.Q1415*

Chromosomal alterations

Driver point mutations Other point mutations

d e
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h i

f g

PD9853: ER+/HER2−, G3, pS, P=0.00013, Q=3e−04

2.3 cm
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+8q −17p +1q

−16q

CCND1 :p.E76delE

Chromosomal alterations

Driver point mutations Other point mutations

c e

a d

i g

h f

PD9854: ER+/HER2−, G2, pS, P=NA, Q=NA

1.3 cm
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Chromosomal alterations

Driver point mutations Other point mutations
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g f

PD12334: ER+/HER2−, G3, pS, P=4.8e−164, Q=1.1e−162

2.5 cm



5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

VAF VAF

VAF VAF

VAF VAF

VAF VAF

|logR| |logR|

|logR| |logR|

|logR| |logR|

|logR| |logR|

GNAQ :p.V240L
C11orf30:p.S1219F
ZNF217 :p.T1048fs*5
IGF2R :p.V1843V

CDK12 :p.L982V
KIT :p.N99H

PTK6 :p.S372YFLT4 :p.S1203FDDX3X :p.P297S

amp(17q12):ERBB2
−17p

+1q

ARID1A :p.Q585*

Chromosomal alterations

Driver point mutations Other point mutations
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PD12335: HER2+, G2, pS, P=1.1e−33, Q=8.4e−33

4 cm
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TP53 :p.L194R

Chromosomal alterations

Driver point mutations Other point mutations
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j

PD13594: TN, G3, pS, P=0.81, Q=0.88

2 cm
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Chromosomal alterations

Driver point mutations Other point mutations

c e

a d

i g

h f

PD13595: ER+/HER2−, G3, pS, P=1.9e−11, Q=9.5e−11

3 cm
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MAP3K11 :p.T702T

amp(19q12):CCNE1
+1q +8q −8p

−17p

TP53 :p.V272M

Chromosomal alterations

Driver point mutations Other point mutations

c e

g i

d a

h f

PD14492: ER+/HER2−, G3, pS, P=3.3e−10, Q=1.5e−09

1.5 cm



5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

VAF VAF

VAF VAF

VAF VAF

VAF VAF

VAF VAF

|logR| |logR|

|logR| |logR|

|logR| |logR|

|logR| |logR|

|logR| |logR|

MLL :p.T2553T

ROS1 :p.R77G
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FBXW7 :p.L284P
BPTF :p.G1577V

amp(8p11.22):FGFR1
+8q +1q

amp(8q24.21):MYC

TP53 :p.R175H

Chromosomal alterations

Driver point mutations Other point mutations

d e

a c

i h

g f

j k

PD14705: ER+/HER2−, G3, pS, P=0.036, Q=0.057

4.5 cm
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SETD2 :p.S299IPIK3CA :p.E542K

Chromosomal alterations

Driver point mutations Other point mutations

a c d e f

g h

PD14748: ER+/HER2−, G1, RD, P=0.58, Q=0.71

5 cm

3.8 cm
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Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14749: ER+/HER2−, G1, RD, P=0.99, Q=1

6 cm
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upd(17p) −8p
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TP53 :p.F270C

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

PD14750: TN, G3, pCR, P=0.38, Q=0.52

2 cm
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TP53 :p.R175H
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Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14751: TN, G3, RD, P=2.6e−05, Q=7.7e−05

3 cm
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ROS1 :p.K613K
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CDKN2A :p.P11fs*13

BRCA2 :p.E3330*

TP53 :p.R248Q

Chromosomal alterations

Driver point mutations Other point mutations

a c

d e

f

PD14753: ER+/HER2−, G3, RD, P=2.2e−263, Q=9.89999999999999e−262

2.3 cm
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TP53 :p.M243_G244insCNSSCM

STK11 :p.Y340*

Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14754: ER+/HER2−, G3, RD, P=0.59, Q=0.71

2.4 cm
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MAP3K7 :p.S14delS

+8q
amp(8p11.22):FGFR1

−16q

MAP3K1 :p.M811fs*11
AKT1 :p.E17K

MAP3K1 :p.G352fs*10

TP53 :p.C229fs*10

Chromosomal alterations

Driver point mutations Other point mutations

a c

d e

f g h

i j

PD14755: ER+/HER2−, G3, RD, P=0.0027, Q=0.0048

3.2 cm 2.2 cm
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HNF1A :p.P379fs*39

ROBO2 :p.R640C

GNAS :p.P45S
FGFR4 :p.D240N

−8p
+8q

−16q

TP53 :p.V157G

Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14756: TN, G3, pCR, P=9e−05, Q=0.00022

3.2 cm
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MSH6 :p.L893L

MED12 :p.E904*

+8q
−16q

−8p

PIK3CA :p.H419_C420delHC

CDH1 :p.V737fs*33

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

e f g

h i

PD14757: ER+/HER2−, G1, RD, P=5.9e−05, Q=0.00016

4 cm 5.4 cm
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KEAP1 :p.S363S

amp(11q13.3):CCND1 −16q

GATA3 :p.S437fs*40

CDH1 :p.P461fs*3

PTEN :p.A126D

Chromosomal alterations

Driver point mutations Other point mutations

a c d e f

g h i

j

PD14758: ER+/HER2−, G2, RD, P=3.7e−07, Q=1.2e−06

5.5 cm

6 cm



5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

5%
10%
20%

50%

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

0.25
0.5
1
2

VAF VAF

VAF

VAF VAF VAF

VAF VAF VAF

VAF

|logR| |logR|

|logR|

|logR| |logR| |logR|

|logR| |logR| |logR|

|logR|

−17p
−16q +8q

+1q

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

e f g

h i j

k

PD14759: ER+/HER2−, G2, RD, P=NA, Q=NA

8 cm

5.7 cm
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HSP90AB1 :p.Y356H

+8q
−17p
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Chromosomal alterations

Driver point mutations Other point mutations

a c d e f

g h

PD14760: ER+/HER2−, G2, RD, P=NA, Q=NA

2.8 cm

2.2 cm
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INSR :p.T361I

GATA6 :p.F169F

+8q
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−16q

PIK3CA :p.E545K

MEN1 :p.I85fs*32

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

e f

PD14761: ER+/HER2−, G1, RD, P=0.17, Q=0.25

6 cm

6.5 cm
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FANCC :p.D7E

TP53 :p.P151S

PIK3CA :p.H1047L

Chromosomal alterations

Driver point mutations Other point mutations
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d

e f g

h i j

k l

PD14762: TN, G2, RD, P=0.022, Q=0.037

3.1 cm

3 cm
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FLT4 :p.A1143T

amp(11q13.3):CCND1
amp(8p11.22):FGFR1 −16q

+1q

MAP2K4 :p.R287H

ARID1A :p.S1344fs*100

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

e f g

h i j

k l m

n o p

PD14763: ER+/HER2−, G3, RD, P=0.13, Q=0.2

4 cm

2.4 cm
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PIK3CA :p.H1047R

PIK3CA :p.C604R

TP53 :p.Y220*

Chromosomal alterations

Driver point mutations Other point mutations

a c d e f

PD14765: ER+/HER2−, G3, RD, P=0.00023, Q=0.00047

7.2 cm 2 cm
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ROS1 :p.A1443A
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amp(8q24.21):MYC −8p

−17p

PTEN :p.P38L

TP53 :p.R175H

PIK3CA :p.H1047R

Chromosomal alterations

Driver point mutations Other point mutations

a c d e f

g h

PD14767: ER+/HER2−, G3, RD, P=0.43, Q=0.55

3.2 cm

3 cm
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MAPK7 :p.*817L

FOXP4 :p.E666K

NGFR :p.V53fs*10

TERT :p.T839M
PTCH1 :p.S1216T

PIK3CA :p.D926N
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MLL2 :p.Q3471*

TP53 :p.F134I

Chromosomal alterations

Driver point mutations Other point mutations

a c d e

PD14768: TN, G3, RD, P=3.2e−07, Q=1.1e−06

5.5 cm 1.4 cm
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Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14769: HER2+, G2, pCR, P=0.75, Q=0.85

6 cm
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Chromosomal alterations

Driver point mutations Other point mutations

a c d

PD14770: HER2+, G3, RD, P=5.6e−05, Q=0.00016

2.8 cm 1.4 cm
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Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14771: ER+/HER2−, G2, RD, P=0.41, Q=0.54

4 cm
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MAP2K4 :p.G249fs*15

HRAS :p.Q61R

Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14773: TN, G2, RD, P=0.92, Q=0.97

2.5 cm
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TSC2 :p.S609I

HSP90AB1 :p.T309T

PREX2 :p.Q1588K

ARID1B :p.P1231P
DICER1 :p.R944R

BRAF :p.G10R

+8q
amp(8q24.21):MYC −8p

−17p

DICER1 :p.K376fs*4

TP53 :p.W91fs*32

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

PD14774: TN, G3, pCR, P=2.5e−53, Q=2.8e−52

2.7 cm
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IRS2 :p.T1221ATP53 :p.R342fs*5

Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14775: ER+/HER2−, G3, pCR, P=0.68, Q=0.8

4 cm
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NF1 :p.M992delM
PLCG1 :p.L627L

POU1F1 :p.S8L
GNAS :p.Q171Q

TSC2 :p.V560V
BCOR :p.S39LMED13 :p.L19L

TP53 :p.H179Q

CDKN2A :p.D108N

Chromosomal alterations

Driver point mutations Other point mutations

a c

d

PD14776: TN, G3, RD, P=0.82, Q=0.88

2.4 cm
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FLT3 :p.P12P

SPOP :p.L84V

USP9X :p.D1109E

NOTCH4 :p.R1880R
PDGFRA :p.V282V

+8q
−17p −16q

+1q

Chromosomal alterations

Driver point mutations Other point mutations

a c

PD14779: ER+/HER2−, G2, RD, P=1e−04, Q=0.00024

3 cm


