ds)
)
)
)
)
)
)

(30118 rea
AGCTGGTCTACCGAGAACTG (.96% (3577 reads
AGCTGGTCTACCGAGAACTG (.75% (2794 reads
AGCTGGTCTACCGAGAACTG (.55% (2070 reads
AGCTGGTCTACCGAGAACTG (0.32% (1185 reads
AGCTGGTCTACCGAGAACTT (0.32% (1181 reads
AGCTGGTCTACCGATAACTG (0.24% (913 reads)
AGCTGGTCTACCGAGAACTG (0.22% (807 reads)

AGCTGGTCTACCGAGAACTG 7871%(294283read5)
AGCTGGTCTACCGAGAACTG2_11%(7895read5

AGCTGGTCTACCGAGAACTG g06%

ACAACAATCCAAGTTATCTCAGCTGGTCTACCGAGAACTG Reference

SRCNCHCRCNCHCRCNENS
e e e e e e e L
CHCNCNCNCNCNCNCNON®
e e e e e e e L
SO G G G G G G g g
FFFEFRFRFRFRFRFE
e e e e =
COOVLVLLLLOLLOLOO
SO G G G G G G G g
SO G G G G G G g g
CHCNCNCNCNCNCNCNON®
CHCNCNCNCNCNCNCNON®
e e e e e e e L
SO G G G G G G g g
SO G G G G G G G g
CHCNCNCNCNCNCNCNON®
SO G G G G G G g g
SO G G G G G G g g
CHCNCNCNCNCNCNCNON®
SO G G G G G G g g

bold Substitutions

Insertions
Deletions

----- Predicted cleavage position



