ACAACAATCCAAGTTATCTCAGCTGGTCTACCGAGAACTG Reference

ds)

AGCTGGTCTACCGAGAACTG2_38%(734reads)
AGCTGGTCTACCGAGAACTG2_28%(705reads)
AGCTGGTCTACCGAGAACTG2_17%(669reads)
AGCTGGTCTACCGAGAACTG2_03%(626reads)
AGCTGGTCTACCGAGAACTG1_92%(593reads)
AGCTGGTCTACCGAGAACTG1_46%(450reads)
AGCTGGTCTACCGAGAACTG1_31%(405reads)
AGCTGGTCTACCGAGAACTG1_04%(322reads)
AGCTGGTCTACCGAGAACTGO_84%(259reads)
AGCTGGTCTACCGAGAACTGO_74%(228reads)
AGCTGGTCTACCGAGAACTGO_55%(170reads)
AGCTGGTCTACCGAGAACTGO_53%(165reads)
AGCTGGTCTACCGAGAACTGO_53%(163reads)
AGCTGGTCTACCGAGAACTGO_45%(140reads)
AGCTGGTCTACCGAGAACTGO_26%(80read5)

AGCTGGTCTACCGAGAACTGO_25%(78read5)

AGCTGGTCTACCGAGAACTGO_23%(72read5)

12782 reads)
AGCTGGTCTACCGAGAACTG (020% (63 reads)

AGCTGGTCTACCGAGAACTG41_41%(
AGCTGGTCTACCGAGAACTG2_91%(898rea

oguUULUULULLVLLULLLLLOLLLLOLOL T
Fk+FFFFFRFRFRFRFRFRFRFRRRRE
VOULULLLULLULUULLLLLULULOLULUOLU
Fk+FFFFRFRFRFRFRFRFRFRFRRRRE
SO G G G G G P S S G G G G S G - - G g
kR FRFRFRFRFRFRFRFRFRRRRE
Fk+F+FFFRFRFRFRFRFRFRFRFRRRRE
COVLLVLLLLLLLLLLLOLLOLLOLOLOLOO
SO G G G G I P S S G G G G G G G G g g
SO G G G G G P S S G G G G S G - - G g
VOLULLLULLULULLULULLULULULOLOLU
VOOULLLLLLULULLLULOLULULOLUOLU
Fk+FFFFRFRFRFRFRFRFRFRFRRRRE
SO G G G G G P S S G S G G G G G - g g
SO G G G G G P S S G G G G S G G G g g
VOLULLLULLULULLULULLULULULOLOLU
SO G G G G G P S S G S G G G G G - g g
SO G G G G G P S S G S G G G G G - g g
VOLULLLULLULULLULULLULULULOLOLU
SO G G G G G P S S G S G G G G G - g g

bold Substitutions

Insertions
Deletions

----- Predicted cleavage position



