Noncoding mutation position distribution
400

350

Sequences (no.)
N N W
o Ul o
o o o

-
Ul
o

-
o
o

Ul
o

Ll

0 40 80 120 160 200 240
Reference amplicon position (bp)

—— |Insertions
—— Deletions
—— Substitutions
----- Predicted cleavage position
SgRNA
Quantification window



