
0 40 80 120 160 200 240
Reference amplicon position (bp)

0.0% (0)

13.7% (29842)

27.5% (59684)

41.2% (89526)

54.9% (119368)

68.7% (149211)

Se
qu

en
ce

s %
 (n

o.
)

Mutation position distribution

Combined Insertions/Deletions/Substitutions
Predicted cleavage position
sgRNA


