bold Substitutions

Insertions
Deletions

Predicted cleavage position

AGCTGGTCTACCGAGAACT G 92.61% (125225 reads)
AGCTGGTCTACCGAGACCT G 3.33% (4506 reads)
AGCTGATCTACCGAGAACTG 0.37% (507 reads)
AGCTGGTCTACCGAGATCTG 0.22% (298 reads)

ACAACAATCCAAGTTATCTCAGCTGGTCTACCGAGAACT G Reference

ACAACAATCCAAGTTATCTC
ACAACAATCCAAGTTATCTC
ACAACAATCCAAGTTATCTC
ACAACAATCCAAGTTATCTC



