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Gene:  Bbs2 

Colony prefix: DAGQ 

Allele:  Bbs2 EM2 R275X 

Allele type: Point mutation  

Allele information:  

 
 

 

Mouse QC information 
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na Mutation Sequence 
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Guide RNAs and mutant oligos used in initial experiment  
 

Sequence Chr Chr Start Chr End 

AGGTTGATGCTCGCAGTGACCGG 8 94082469 94082494 

CTGTGGTGTAAGTGACTTTTATGCTGTGCCTTCATTTTTAGGTT
GATGCTCGCAGTGACTAGACTGGAGAGGTCATATTTAAAGAC
AACTTCTCTTCTGCTGTTGCTGGTGTGGTAGAGG 

8 94082413 94082532 
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Mutant allele sequence: 

GCTAATATTTATCTTAAAGCTTTTGTTGCCATTGTTTTTAGCTGTGGTGTAAGTGACTTTTATGCTGTGCCTTCATTTTTA
GGTTGATGCTCGCAGTGAC[CG/TA]GACTGGAGAGGTCATATTTAAAGACAACTTCTCTTCTGCTGTTGCTGGTGTGGT
AGAGGGAGATTACCGGATGGATGGCCACGTACAGTTAATCTGCT 
 

Genotyping by end-point PCR 
 
PCRs primer pairs and expected size bands 
 

Assay Type Assay Forward Primer Reverse Primer Expected Size Band (bp) 

Standard PCR Wild type Bbs2_R275X_WT_F2 Bbs2_R275X_R 216 

Standard PCR Mutant Bbs2_R275X_Mut_F Bbs2_R275X_R 216 

Standard PCR Screening* Bbs2_R275X_WT_F Bbs2_R275X_R 523 

*The screening PCR flanks the SNP region and can be used for sequence verification of the allele. The PCR 
will not distinguish wildtype from mutant mice, however, as a product will be amplified in all cases. 

 
Primer sequences 
 

Primer Name Primer Sequence (5' > 3') 

Bbs2_R275X_WT_F2 GTTGATGCTCGCAGTGACcg 

Bbs2_R275X_Mut_F GTTGATGCTCGCAGTGACta 

Bbs2_R275X_WT_F CATTTCACCTGGCTTTGGAT 

Bbs2_R275X_R GCAGAATTCATTTTCAGGCATT 

Reaction setup 
 

Reagent µl 

DNA (~50-100 ng) 1 
10x Buffer 2 

MgCl2 (50 mM) 0.6 
Platinum Taq (Invitrogen) 0.2 

dNTPs (100 mM) 0.2 
Primer 1 (10 μM) 0.4 
Primer 2 (10 μM) 0.4 

ddH20 15.2 
Total 20 

Amplification conditions 
 

Step Conditions Time 

1 94°C 5 min 
2 94°C 30 sec 
3 58°C 30 sec 
4 72°C 1:30 sec 
5 Go to '2' + 34 cycles - 
6 72°C 5 min 
7 12°C forever 
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Links to information and frequently asked questions  

MGP mouse phenotype data: 
http://www.mousephenotype.org 
 
How the "critical" exon is decided: 
http://www.i-dcc.org/kb/entry/102/ 
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