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also works in contig-view





http://sisyphus.mrc-cpe.cam.ac.uk



G-X-[GS]-X-X-[GSTA]
Common Structural Motifs in Non-Homologous Structures - slide A. Andreeva

Nucleotide binding motif





http://sisyphus.mrc-cpe.cam.ac.uk





Shows:

• Targets

• Predictions

• closest know 
structures

support for 
different 
alignments



DAS registration server

new Ensembl 
DAS servers

removed dead serversWeb site, 
DAS & SOAP style interfaces http://www.dasregistry.org



Growth 

• ENSEMBL will release many more DAS 
sources (tomorrow!) 

• several 100s 

• TODO: make sure data is well described and 
can be found



• Authority

e.g. UniProt, NCBI

• Type

e.g. Protein sequence, Chromosome

• Organism (optional)

• (Assembly) Version (optional)

Coordinate Systems



DAS usage

• das.sanger.ac.uk 

(www.dasregistry.org, + DAS servers)

• 100.000 - 400.000 hits / week



Some new ideas

• Biological applications

• Social networking

• Technical improvements



Biological applications

• make the current clients better

• more applications needed

• new sequencing technologies / variation data



User rating

• User - rating of DAS servers? 

Did you find this
 DAS source 

useful?



pre-compiled views on 
the data

• look at the e! “groups”

• e.g. show all transmembrane / signal peptide 
predictions

• let users create these groups and share 
them with other users



Bridge to SOAP

• there is a big Web Service community out 
there

• add support for “come back later” response 
- calculate data on the fly

• e.g. for SPICE: trigger alignment searches,  
work with non-public data 



application talks to 
application 

• E.g SPICE - Jalview: 

• Jalview : “User selected residue 12 in 
UniProt P00123”

• Spice -> shows selection

• Spice -> “User selected active site 
annotation”

• Jalview ->displays where it is in the 
alignment



Writeback 

• write “my annotation” back to a server

• optional: keep information private or share 
with community

• -> user rating of individual annotations

• DAS/2



Mailing lists

• spice-das@sanger.ac.uk

• das_registry_announce@sanger.ac.uk

• http://lists.sanger.ac.uk
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