Hints on exporting diagrams, zooming in/back, and details of

eQTLs

Exporting Diagrams

Right-click on the diagram and choose "Save as".
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Deselect Al Export List
SHP_ID Gene,.. | SMP... | Gen... | SNP_Loca... | Gene_Loc...| Distance rho p-value -logl0ip-value) §
W |rs17433780  |GEP3 1 1 FU247406)  G9244945 2458 -0,491|0,0000035251539956 5.417
W rsi0493321 GEP3 1 1 89247723 59244943 2775 -0.461|0,00001 70776507062 4,763
W rsizi4z9zz GEP3 1 1 BO262503) 59244943 17555 -0.455|0.000025058533586456 4.6
W rsiz120863 GEP3 1 1 89274110 59244943 29162 0,441(0,0000421 327753053 4,375
¥ 57555039 GEP3 1 1 B92558625) 59244943 13677 -0,393|0,0003463603625593 3.46
W  rsee68033 GEP3 1 1 BOZ62566) 59244943 176153 -0,373|0,000645253535913 3.19
W rs7911 GEP3 1 1 B92007058| 59244943 45760 -0,364|0,0009014279709196 3.045
Remove Mode | Link to: Ensembl HapMap UCSC

Zooming in/back

Zoom in

Left-click and drag the mouse from top-left to buttom-right in order to draw a

rectangle.
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Deselect Al Export List
SMP_ID Gene... | SMP... | Gen... | SMP_Loca... | Gene_Loc...| Distance tho p-walue logioip-value) 5
W 517433780 GEP3 1 1 B9247406 59244943 2458 -0.491|0,00000382515839956 5.417
W rsi0493821 GEPS 1 1 FU2477E3| 9244945 2775 -0,461|0,00001 70770507062 4,768
W rsizid4z9zz GEP3 1 1 BO262503) 59244943 17555 -0.455|0.000025058533586456 4.6
W rsiz120863 GEP3 1 1 89274110 59244943 29162 0.441|0.0000421 327753053 4,375
W |rs7555039 GEP3 1 1 B92558625) 59244943 13677 -0,393|0,0003463603625593 3.46
i GEP3 1 1 BOZE2566) 59244943 176158 -0,373|0,000645253535913 3.19
W 57911 GEP3 1 1 B92007058| 59244943 45760 -0,364|0,000901 4279709196 3.045
Remove MNode | Link ko: Ensembl HapMap UCsC

Then release the mouse button.
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Chromosome 1 position (bp)
Deselect Al Export List
SMP_ID Gene... | SMP... | Gen... | SMP_Loca... | Gene_Loc...| Distance tho p-walue logioip-value) 5
W 517433780 GEP3 1 1 B9247406 59244943 2458 -0.491|0,00000382515839956 5.417
W rsi0493821 GEPS 1 1 FU2477E3| 9244945 2775 -0,461|0,00001 70770507062 4,768
W rsizid4z9zz GEP3 1 1 BO262503) 59244943 17555 -0.455|0.000025058533586456 4.6
W rsiz120863 GEP3 1 1 89274110 59244943 29162 0.441|0.0000421 327753053 4,375
W |rs7555039 GEP3 1 1 B92558625) 59244943 13677 -0,393|0,0003463603625593 3.46
i GEP3 1 1 BOZE2566) 59244943 176158 -0,373|0,000645253535913 3.19
W 57911 GEP3 1 1 B92007058| 59244943 45760 -0,364|0,000901 4279709196 3.045
Remove MNode | Link ko: Ensembl HapMap UCsC

Zoom back

Press the mouse button and move backwards before release it.
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Chromosome 1 position (bp)
Deselect Al Export List
SMP_ID Gene... | SMP... | Gen... | SMP_Loca... | Gene_Loc...| Distance tho p-walue -logioip-value) 5
W 517433780 GEP3 1 1 B9247406 59244943 2458 -0.491|0,00000382515839956 5.417
W |rsi0493821 GEPS 1 1 FU24T7E3) 89244943 2775 -0,461|0,00001 70770507062 4,768
W rsizid4zazz GEP3 1 1 BO262503) 59244943 17555 -0.455|0.00002505853586456 4.6
W rsiz120863 GEP3 1 1 89274110 59244943 29162 0.441|0.0000421 327753053 4,375
W 57555039 GEP3 1 1 892558625 59244943 13677 -0,393|0,0003463603625593 3.46
W rsee68033 GEP3 1 1 BOZ62566) 59244943 17615 -0,373|0.000645253535913 3.19
W 57911 GEP3 1 1 B92007058| 59244943 45760 -0,364|0.000901 4279709196 3.045
Remove Mode | Link ko: Ensembl HapMap UCsC

Details of eQTLs

It will be displayed in a tip text when hovering the mouse pointer over the eQTL of

interest.
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Deselect all Export List Link to: Ensembl HapMap UZSC
SNP_ID Gene... | SMP... | Gen... | SMP_Loca...| Gene_Loc...| Distance tho p-walue -logioip-value) 5
W |rsi7433730  |GBP3 1 1 B9247406) 589261137 13731 -0.491|0,0000035825153996 5.417
W |rsi0493821  |GEP3 1 1 G9247723) 89261137 13414 -0,461|0,00001 7077650706 4,765
W |rsiZ142922  |GBP3 1 1 89262503 89261137 1366 -0.455|0,000025055355649 4.6
W |rs12120863  |GBP3 1 1 89274110 89261137 12973 0.441|0,0000421 32775305 4,375
¥  |rs7555039 GEP3 1 1 892558625 89261137 2512 -0,393|0,000346360362559 3.46
WV [rse663033 GEP3 1 1 89262566 89261137 1429 -0,373|0,000645253535913 319
W 57911 GEP3 1 1 89290708 89261137 29571 -0,364|0,000901 42797092 3.045

{Use CTRL+C to copy SMPs of interest)
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