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Supplementary Figures and Tables 

 

Figure S 1. The B cell Receptor signalling pathway is downregulated in the caecal patch 

of miR-155-deficient mice on day 4 pi 

InnateDB analysis of mRNAs down-regulated in miR-155-deficient vs wild-type 

caecal patch 4 days pi identified that there was an over-representation of genes 

involved in the B cell receptor signalling pathway. Figure shows genes involved in B 

cell receptor signalling and those identified as being significantly down-regulated 

(green nodes). 
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Figure S 2. Sylamer analysis 

Sylamer analysis of mRNAs extracted from colon (colon, bic (miR-155-deficient) vs wt 

(wild-type)) and caecal patch (caecal patch, bic (miR-155-deficient) vs wt (wild-type)). The 

x-axis represents all the genes with an annotated 3‘UTR sequence, sorted starting from the 

most up-regulated in the miR-155-deficient samples. The y-axis represents the -

log10transformed hyper-geometric P-values, with positive values denoting enrichment and 

negative values depletion. Each gray line represents a single 7-nucleotide seed-matching word 

and those corresponding to miR-155 are highlighted. Dotted lines represent Bonferroni-

corrected P-value significance thresholds of 0.01. 
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Table S 5. Gene to KEGG test for over-representation within upregulated mRNAs in 

miR-155-deficient caecal patch on day 4 pi 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-

deficient vs wild-type caecal patch 4 days pi.  
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Table S 6. Gene to KEGG test for over-representation within downregulated mRNAs in 

miR-155-deficient caecal patch on day 4 pi 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-

155-deficient vs wild-type caecal patch 4 days pi. 
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Table S 7. Gene to GO-BP conditional test for over-representation within mRNAs 

upregulated in miR-155-deficient caecal patch on day 4 pi 

Gene to GO-biological process terms test for over-representation within up-regulated 

mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi.  
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Table S 8. Gene to GO-BP conditional test for over-representation within mRNAs 

downregulated in miR-155-deficient caecal patch on day 4 pi 

Gene to GO-biological process terms test for over-representation within down-regulated 

mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 
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Table S 14. Gene to KEGG test for over-representation within mRNAs upregulated in 

miR-155-deficient caecal patch on day 14 pi 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-deficient 

vs wild-type caecal patch 14 days pi.  
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Table S 15.  Gene to KEGG test for over-representation within mRNAs downregulated 

in miR-155-deficient caecal patch on day14 pi 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-155-

deficient vs wild-type caecal patch 14 days pi 
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Table S 16. Gene to GO-BP conditional test for over-representation within mRNAs 

upregulated in miR-155-deficient caecal patch on day14 pi 

Gene to GO-biological process terms test for over-representation within up-regulated mRNAs 

in miR-155-deficient vs wild-type caecal patch 14 days pi  
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Table S 17. Gene to GO-BP conditional test for over-representation within 

downregulated mRNAs in miR-155-deficient caecal patch on day 14 pi 

Gene to GO-biological process terms test for over-representation within down-regulated 

mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 
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Table S 23. Gene to KEGG test for over-representation within mRNAs upregulated in 

miR-155-deficient colon on day4 pi 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-deficient 

vs wild-type colon 4 days pi. 
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Table S 24. Gene to KEGG test for over-representation within mRNAs downregulated 

in miR-155-deficient colon on day4 pi 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-155-

deficient vs wild-type colon 4 days pi. 
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Table S 25. Gene to GO-BP conditional test for over-representation within mRNAs 

upregulated in miR-155-deficient colon on day4 pi 

Gene to GO-biological process terms test for over-representation within up-regulated mRNAs 

in miR-155-deficient vs wild-type colon 4 days pi. 
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Table S 26. Gene to GO-BP conditional test for over-representation within mRNAs 

downregulated in miR-155-deficient colon on day 4 pi 

Gene to GO-biological process terms test for over-representation within down-regulated 

mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 
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Table S 32. Gene to KEGG test for over-representation within mR NAs upregulated in 

miR-155-deficient colon on day14 pi 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-deficient 

vs wild-type colon 14 days pi. 
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Table S 33. Gene to KEGG test for over-representation within mRNAs downregulated 

in miR-155-deficient colon on day14 pi 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-155-

deficient vs wild-type colon 4 days pi. 
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Table S 34. Gene to GO-BP conditional test for over-representation within mRNAs 

upregulated in miR-155-deficient colon on day14 pi 

Gene to GO-biological process terms test for over-representation within up-regulated mRNAs 

in miR-155-deficient vs wild-type colon 14 days pi. 
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Table S 35. Gene to GO-BP conditional test for over-representation within mRNAs 

downregulated in miR-155-deficient colon on day14 pi 

Gene to GO-biological process terms test for over-representation within down-regulated 

mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 
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List of Supplementary Figures and Tables 

Figure S1. B cell Receptor signalling pathway downregulated Caecal patch 

Day 4 

InnateDB analysis of mRNAs down-regulated in miR-155-deficient vs wild-type 

caecal patch 4 days pi identified that there was an over-representation of genes 

involved in the B cell receptor signalling pathway. Figure shows genes involved in B 

cell receptor signalling identified as being down-regulated (green nodes). 

Figure S2. Sylamer analysis 

Sylamer analysis of mRNAs extracted from colon (colon, bic (miR-155-deficient) vs 

wt (wild-type)) and caecal patch (caecal patch, bic (miR-155-deficient) vs wt (wild-

type)). The x-axis represents all the genes with an annotated 3‘UTR sequence, sorted 

starting from the most up-regulated in the miR-155-deficient samples. The y-axis 

represents the -log10transformed hyper-geometric P-values, with positive values 

denoting enrichment and negative values depletion. Each gray line represents a single 

7-nucleotide seed-matching word and those corresponding to miR-155 are 

highlighted. Dotted lines represent Bonferroni-corrected P-value significance 

thresholds of 0.01. 

Table S1. Upregulated mRNAs in caecal patch Day 4 

Up-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S2. Upregulated mRNAs in miR-155-deficient vs wild-type Caecal 

patch Day 4   

 Up-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S3. Downregulated mRNAs in Caecal patch Day 4 
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Down-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

 Table S4. Downregulated mRNAs in miR-155-deficient vs wild-type Caecal 

patch Day 4 

Down-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S5. Gene to KEGG test over-representation Upregulated Caecal patch 

Day 4 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-

deficient vs wild-type caecal patch 4 days pi.  

Table S6. Gene to KEGG test over-representation Downregulated Caecal 

patch Day 4 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-

155-deficient vs wild-type caecal patch 4 days pi. 

Table S7. Gene to GO-BP conditional test over-representation Upreg Caecal 

patch Day 4 

 Gene to GO-biological process terms test for over-representation within up-regulated 

mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi.  

Table S8. Gene to GO-BP conditional test over-representation Downreg 

Caecal patch Day 4 

Gene to GO-biological process terms test for over-representation within down-

regulated mRNAs in miR-155-deficient vs wild-type caecal patch 4 days pi. 

Table S9. InnateDB Pathways Caecal patch Day 4 
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InnateDB analysis of mRNAs up- and down-regulated in miR-155-deficient vs wild-

type caecal patch 4 days pi. 

Table S10. Upregulated mRNAs in Caecal patch Day 14 

Up-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S11. Upregulated mRNAs in miR-155-deficient vs wild-type Caecal 

patch Day 14 

Up-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S12. Downreg mRNAs in Caecal patch Day 14 

Down-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S13. Downregulated mRNAs in miR-155-deficient vs wild-type Caecal 

patch Day 14 

Down-regulated mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S14. Gene to KEGG test over-representation Upregulated Caecal patch 

Day 14 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-

deficient vs wild-type caecal patch 14 days pi.  

Table S15. Gene to KEGG test over-representation Downregulated Caecal 

patch Day 14 
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Gene to KEGG test for over-representation within down-regulated mRNAs in miR-

155-deficient vs wild-type caecal patch 14 days pi. 

Table S16. Gene to GO-BP conditional test over-representation Upreg Caecal 

patch Day 14 

 Gene to GO-biological process terms test for over-representation within up-regulated 

mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi.  

Table S17. Gene to GO-BP conditional test over-representation Downreg 

Caecal patch Day 14 

Gene to GO-biological process terms test for over-representation within down-

regulated mRNAs in miR-155-deficient vs wild-type caecal patch 14 days pi. 

Table S18. InnateDB Pathways Caecal patch Day 14  

InnateDB analysis of mRNAs up- and down-regulated in miR-155-deficient vs wild-

type caecal patch 4 days pi. 

Table S19. Upregulated mRNAs in Colon Day 4 

Up-regulated mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S20. Upregulated mRNAs in miR-155-deficient vs wild-type Colon 

Day 4 

Up-regulated mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S21. Downregulated mRNAs in Colon Day 4 

Down-regulated mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 
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Table S22. Downregulated mRNAs in miR-155-deficient vs wild-type Colon 

Day 4 

Down-regulated mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S23. Gene to KEGG test over-representation Upregulated Colon Day 4 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-

deficient vs wild-type colon 4 days pi. 

Table S24. Gene to KEGG test over-representation Downregulated Colon Day 

4 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-

155-deficient vs wild-type colon 4 days pi. 

Table S25. Gene to GO-BP conditional test over-representation Upreg 

mRNAs Colon Day 4 

 Gene to GO-biological process terms test for over-representation within up-regulated 

mRNAs in miR-155-deficient vs wild-type colon 4 days pi.  

Table S26. Gene to GO-BP conditional test over-representation Downreg 

mRNAs Colon Day 4 

Gene to GO-biological process terms test for over-representation within down-

regulated mRNAs in miR-155-deficient vs wild-type colon 4 days pi. 

Table S27. InnateDB Pathways Colon Day 4 

 InnateDB analysis of mRNAs up- and down-regulated in miR-155-deficient vs wild-

type colon 4 days pi. 

Table S28. Upregulated mRNAs in Colon Day 14 
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Up-regulated mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S29. Upregulated mRNAs in miR-155-deficient vs wild-type Colon 

Day 14 

Up-regulated mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S30. Downregulated mRNAs in Colon Day 14 

Down-regulated mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S31. Downregulated mRNAs in miR-155-deficient vs wild-type Colon 

Day 14 

Down-regulated mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Differentially expressed genes were only considered significant if they altered by at 

least 1.5 fold and had adjusted P-value of less than 0.05. 

Table S32. Gene to KEGG test over-representation Upregulated Colon Day 14 

Gene to KEGG test for over-representation within up-regulated mRNAs in miR-155-

deficient vs wild-type colon 14 days pi. 

Table S33. Gene to KEGG test over-representation Downregulated Colon Day 

14 

Gene to KEGG test for over-representation within down-regulated mRNAs in miR-

155-deficient vs wild-type colon 4 days pi. 

Table S34. Gene to GO-BP conditional test over-representation Upreg Colon 

Day 14 
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Gene to GO-biological process terms test for over-representation within up-regulated 

mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Table S35. Gene to GO-BP conditional test over-representation Downreg 

Colon Day 14 

Gene to GO-biological process terms test for over-representation within down-

regulated mRNAs in miR-155-deficient vs wild-type colon 14 days pi. 

Table S36. InnateDB Pathways Colon Day 14 

InnateDB analysis of mRNAs up- and down-regulated in miR-155-deficient vs wild-

type colon 14 days pi. 

 


