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E. A. (2010). The microRNA miR-124 controls gene expression in the sensory nervous

system of Caenorhabditis elegans. Nucleic Acids Research 38, 3780–93.

Cogoni, C., Irelan, J. T., Schumacher, M., Schmidhauser, T. J., Selker, E. U.

and Macino, G. (1996). Transgene silencing of the al-1 gene in vegetative cells of

Neurospora is mediated by a cytoplasmic effector and does not depend on DNA-DNA

interactions or DNA methylation. EMBO J 15, 3153–63.

Conaco, C., Otto, S., Han, J.-J. and Mandel, G. (2006). Reciprocal actions of

REST and a microRNA promote neuronal identity. Proc Natl Acad Sci USA 103,

2422–7.

Connelly, S. and Manley, J. L. (1988). A functional mRNA polyadenylation signal is

required for transcription termination by RNA polymerase II. Genes & Development

2, 440–52.



284 BIBLIOGRAPHY

Davis, E., Caiment, F., Tordoir, X., Cavaillé, J., Ferguson-Smith, A., Cockett,
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