Appendix I11: Primers used in this study

PRIMERS for GENE DELETION

Primer name Sequence
5’-agttttaacgaccgctacgtagtgtaatgctacaaaataagtctac
Meul9 F
tcagatattatgcagccgtactcatctgattttgcggatecccgggttaattaa-3’
5’-gcttactcataatttcttctttaaaaaatcgatgtgacattgtgaatacata
Meul9 R
aaccgtcaataatctactgctaaaatgcgaattcgagetcgtttaaac-3’
5’-taacgctaatgtcatacaacaccgtattcgtctgatttgtctacaaaaatgta
Meu3 F
aacaaacaattattttatcgcattgatcggatccccgggttaattaa-3°
5’-ctactcattatttcctcattaaaagatcgacttggcactgaaaacaaatgaac
Meu3 R
cgccgatatcctatattgttacaaagcgaattcgagcetegtttaaac-3’
Aced 5’-atttctctcategttetetecttgatttetetacgeattgeactagatactcgeta
ce2 F
B tcctaagtaaacaagacaatgtcgeggatccccgggttaattaa-3’
Aced 5’-aattgtcacagcattagttcatgtacgatgcttgaatttgaatttatataaaac
ce2 R
B aaattaaaaacaataatattagtaagaattcgagctcgtttaaac-3’
5-
Fhll F gctttctagtctcattgtgettticaattggctagaagtttagettactataaaaaa
aggaagtctttgggtcattaaggccggatcccegggttaattaa-3’
- 5’-ccaagttgtgcaatcactgtcaaaaaaagaaaaatgaaacagcttatgcat
F R

gctggtaagtgtaattttcggcactaattggaattcgagetegtttaaac-3°

The underlined sequence represents the sequence homologous to the plasmid multiple cloning site.

PRIMERS for CHECKING GENE DELETIONS

Primer name

Sequence

Ace2 check R

5’-gttatacacaatactagggtgatg-3’

Meu3 check R

5’-cgtttcaatattgaaattcttacag-3’

Meul9 check R

5’-tcgcatctttagattaacatatagg-3’

Kan_check R

5’-gtcacatcatgcccctgage-3’
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PRIMERS for CLONING - OVEREXPRESSION

Primer name

Sequence

C16g5.15 forward

5’-ctcgagatgactgttcgcagactcgaaage-3’

C16g5.15 reverse

5’-gggataagatattaaacaaggtg-3’

C6gl10.12¢ forward

5’-ctcgagatgtcgctttcatat-3’

C6g10.12¢ reverse

5’-tcattagtgctgtctgegate-3’

C1142.08 forward

5’-ctcgagatgcectgttgecagag-3°

C1142.08 reverse

5’-tcaggtataagaggatgatgtctc-3’

Sepl forward

5’-ctcgagatcttcctcatgaat-3’

Sepl reverse

5’-ttagaatagtgttgaagtttgac-3’

The sequence in bold corresponds to the X#ol restriction site.
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