
Data mining in Ensembl with BioMart 
Worked Example 
 
 
The human gene encoding Glucose-6-phosphate dehydrogenase 
(G6PD) is located on chromosome X in cytogenetic band q28. 
 
Which other genes related to human diseases locate to the same 
band?   What are their Ensembl Gene IDs and Entrez Gene IDs?  Do 
they have any functions predicted by Interpro? 
 
What are their cDNA sequences? 
 

 

STEP 1: 
Go to the Ensembl 

Main Page  
(www.ensembl.org) 

STEP 2: 
Click on ‘BioMart’ 



 
 
 
 
 
 

 
 
 
 
 

STEP 3: 
Select the primary datasets: 
Ensembl genes (version 43) 
and the species of interest 

(Homo sapiens) 

STEP 4: 
Click on ‘Attributes’ 

to select output 
options (i.e. what we 
would like to know 

about our geneset). 



 

 
 
 
 

STEP 5: 
Expand the ‘PROTEIN’ 

panel and 
Select ‘Interpro Short 

Description’ 

STEP 6: 
Expand the ‘GENE’ 

option in the 
‘Features’ page. 

STEP 7: 
Select, along with the 

default options, 
‘External Gene ID’.  

Scroll down to select: 
‘EntrezGene ID’ and 

‘Mim Gene 
Accession’ (this is 

the OMIM ID). 



 
 
 
 
 
 
 

 
 
 
 
 

STEP 9: 
Select 

‘Chromosome X’ 

STEP 10: 
Select ‘Band Start 
q28’ and ‘End q28’ 

STEP 8: 
View geneset options by 

clicking on ‘Filters’ on the left. 
Click on the ‘+’ infront of 
‘REGION’ to expand the 

choices. 



 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
 

The filters have determined our gene set. 
Click ‘Count’ (at the top) to see how many 

genes have passed these filters. 

STEP 11: 
Expand the 

‘GENE’ panel and 
choose ‘with 

Disease 
Association only’. 

STEP 12: 
Click ‘RESULTS’ at the top 

to preview the output. 

Note the summary of 
selected attributes and 

filters (i.e. output 
options and gene set 

determinants) STEP 13: 
To view the complete table, 

change the option to ‘Export all 
results to Browser’ and click 

‘Go’.  



 
 

 
 
 
 

Result Table 1 



 
 
 
 
 
 

 
 
 
 
 
 
 

STEP 14: 
Click on 

‘Attributes’. 

STEP 16: 
Select ‘cDNA 
sequences’ 

STEP 15: 
Select ’Sequences’ and 

expand the 
‘SEQUENCES’ panel. 



 
 
 
 
 
 

 
 
 
 
 
 
 
 

STEP 17: 
Expand the ‘Header 

Information’ panel to view the 
default options. (Chromosome, 
Ensembl Gene ID and Biotype 

are selected). 

STEP 18: 
Click on ‘Results’. 

STEP 19: 
To view all the sequences, 

export to browser. 
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cDNA 1 

cDNA 2 

Header: chromosome, Ensembl Gene ID, Biotype 


