	id
	contig
	donor
	acceptor
	termini
	length
	b_to_a
	rna
	est
	gene (if known)
	donor site (10|30)
	acceptor site (30|10)

	1
	ctg_na
	8406675
	8405853
	atac
	822
	9
	3
	8
	serine threonine kinase (STK11/LKB1)
	AGCAGAAAATATATCCTTTCCGGTGTTGGGACCGCGGGGCC
	CCCCCTGAGCTGTGTGTCCTTAGCGCCCCACGTATATGGTG

	2
	ctg12269
	12008161
	12008008
	gtag
	153
	13
	3
	5
	unassigned RNA
	ACCCCAGGTTGTATCCTTTTACCTGGTTCCCAAACTGGGCT
	CGACTGCAGTTTTCCTTCACCTTGTGGCCAGACCTCTCTTC

	3
	ctg12269
	14606903
	14608048
	gtag
	1145
	14
	3
	23
	"porphobilinogen deaminase (PBG-D, EC 4.3.1.8)"
	CAGGAGTATTGTATCCTTTTAGAAGAGTGACGGATCCTTTT
	CGACACTGTGGTCCTTAGCAACTCTCCACAGCGGGGAAACC

	4
	ctg12269
	14606903
	14608496
	gtag
	1593
	16
	0
	2
	no RNA
	CAGGAGTATTGTATCCTTTTAGAAGAGTGACGGATCCTTTT
	CTTGTTTTCAACTTAACAATGGGTTTATCAGGATGTAACCC

	5
	ctg12269
	15088391
	15088226
	gtag
	165
	17
	1
	3
	ubiquitin-specific protease UBP41
	TTGGTGCTCCGTATCCTTAAGATCCATCAGGGCTGGGACAT
	TTTGACTATCCTTGACTCACGTCAATGCCAGATCTGAAGCG

	6
	ctg12316
	1504800
	1504510
	gtag
	290
	13
	0
	1
	no RNA
	GTATGTCACTGTATCCTTGATGATATTGAAGCAGAGGTGTT
	CATAAAAATTCTTCCTTATCAATGTCTCTAGCATCAAATCC

	7
	ctg12323
	2773877
	2775625
	gtag
	1748
	14
	4
	33
	"Homo sapiens BAF53a (BAF53a) mRNA, complete cds."
	TTTTGACAGCGTATCCTTGAAAGAGTAATACCTTTCCTCTT
	ATACTTTCTTTTCCTTAATGTTTTAAACTAGATTTGCTAAT

	8
	ctg12364
	630349
	638172
	gtag
	7823
	14
	1
	2
	unassigned RNA
	GCCATCAGAAGTATCCTTATTCAGATAGAAAACGGGTTTGT
	GTGCAGATGTTTTCTTAACTGTGTCCTGTAGATGTGCAAGA

	9
	ctg12369
	5058034
	5057161
	gtag
	873
	15
	1
	0
	Human dihydropyridine-sensitive L-type calcium channel alpha-1 subunit CACNL1A3
	TGTGGCAACTGTATCCTCTCGGGAGCAGGGTGCAGAAAAGA
	AACCAAAGGCTCCTTAGCTAAACCCGCTCAGACATCCTGCT

	10
	ctg12369
	5106119
	5104281
	gtag
	1838
	13
	1
	0
	Human dihydropyridine-sensitive L-type calcium channel alpha-1 subunit CACNL1A3
	TAGAATGGAAGTATCCTTCAGGGCCCGGGCCGTGGGGGGGG
	ACTCGAGGGCTCTCCTTAACCCTGGCTCCAGGCCCTTCGAG

	11
	ctg12387
	11807771
	11808673
	gtag
	902
	10
	2
	115
	Ku autoimmune antigen gene
	CAGGCTGACTGTATCCTTTTTCTGCCAGAGAAGACTTTAAG
	TTGGTGATATCCCTATCCTTAACTAGCTGAGTCCTGGATGC

	12
	ctg12393
	4271894
	4270764
	gtag
	1130
	17
	1
	3
	unassigned RNA
	TATTTAGCATGTATCCTTTGACATTTATGTTCTCCTCAAAT
	CGATAATTACCTTAATAATATGGTTTACAAGGTATGTTGGT

	13
	ctg12393
	9130298
	9147203
	atac
	16905
	14
	1
	0
	unassigned RNA
	GAAAGGGAAGATATCCTTTTGAAAGTTCTCTTTTTTAACGT
	TCAGTTTTTTTCCCTTAATTTGCAATCTCACCTCTTCAGCT

	14
	ctg12438
	1007607
	1008983
	gtag
	1376
	16
	1
	93
	RNA polymerase II subunit
	ACTAAAAGATGTATCCTTTTAACGATGCTTTCTAAATATGA
	CCGTTTTTGTCCTTAACTCAAATTAATACAGTGGTCGTTTT

	15
	ctg12475
	783919
	784561
	gtag
	642
	12
	2
	12
	unassigned RNA
	TCAGCAATCCGTATCCTTTATTGGGGTCGTTGTTGGGAGTG
	ACAGAGTCTCTTTTCTTTAACACACTGACAGCTGGGAGAGG

	16
	ctg12475
	2803637
	2805326
	gtag
	1689
	13
	5
	15
	GTP-binding protein RAB6
	AGAGAAGATAGTATCCTTTTTATTTCATTGGAAATTTTTCA
	CCCATTTATGGCTTCTTAACTTTTGTTTCAGTGATTGACAT

	17
	ctg12475
	2924257
	2919307
	gtag
	4950
	13
	1
	2
	unassigned RNA
	GCCTCCTGCTGTATCCTTTGGCATTTCCCACAAGTGGTTTG
	AGGTATTTTTGTCCCTTAACTACCATTGTAGCCCAGGGCCC

	18
	ctg12475
	3207262
	3207792
	atac
	530
	11
	3
	22
	phosphatase methylesterase-1 (PME-1)
	TGGCAAGGATATATCCTTTGCAAAATGGCTTATTCTTTAGT
	ACATAGATGTTTTATCTTTAACTATTCATACACTTTTCGAG

	19
	ctg12475
	4000723
	4004365
	atac
	3642
	13
	1
	61
	unassigned RNA
	GTGTCATATCATATCCTTTATTTATGCTCAGGTTGTTTTCT
	TTGGGTATTTTCCCCTTAACTTTATTTGAACCTATTTTGTG

	20
	ctg12475
	7854989
	7853175
	gtag
	1814
	12
	1
	15
	no RNA
	ATTGTGGACCGTATCCTTGATATTCTATGTACTATTCCCTT
	CCTCTGTTGTCTTTCCTTGACCTAAGTCCAGATATTCATTT

	21
	ctg12475
	16986837
	16988015
	gtag
	1178
	17
	5
	12
	WAIT-1
	GGATGCTGATGTATCCTTTCCTGGGTTTTTAATATCTTTAG
	CATTATGTTTCTTAACTGTGGAATTTCTTAGGCTGATGAAA

	22
	ctg12482
	13320567
	13319384
	gtag
	1183
	14
	5
	17
	origin recognition complex subunit 3 (ORC3)
	AAATTATCCAGTATCCTTTTAAAACCATTTCTACAATGTCC
	CACGGCCAGTTTCCTTAATTAAAGCCTCCAGTGCTCGGTTT

	23
	ctg12483
	796536
	797214
	atac
	678
	12
	0
	2
	no RNA
	GAACCCGGCTATATCCTTTCTTTATTTTTTTATTTTAATTT
	AAAGAGTTATGTATCTTTAACTGTGTTCTACCTACCAAAGG

	24
	ctg12483
	1359141
	1356780
	atac
	2361
	11
	2
	75
	Arp2/3 complex 16kDa subunit (ARC16)
	GCCTGCGGCAATATCCTTGCATTCACCGCCCTCCCCACCCC
	CCTTTGCTGTTACACCCTTAACTTCCATCACAGGAAACATG

	25
	ctg12483
	2769484
	2767362
	gtag
	2122
	15
	1
	9
	unassigned RNA
	AGAGCTGGCCGTATCCTTCCTTGATGGGCTCAGGGTTTTAT
	GCCCGTTGTTTCCTTTACTGGACACGACCAGATGGCCTTCA

	26
	ctg12559
	9058733
	9059659
	atac
	926
	11
	3
	5
	mediator (Sur2)
	CTAGTCGATAATATCCTTTTTATTGTGATTTTAGACTCCCA
	GTCCAATTGTTATTGCTTTAACTGTGTGCACCGATGGCTGG

	27
	ctg12559
	16869554
	16873925
	gtag
	4371
	14
	0
	10
	no RNA
	ATTCTTCCATGTATCCTTTGTCTGCTATCAACAGTGAAAAG
	GAATGAAAATCTTCTTAACTGATTAATTCAGACAAAAACTC

	28
	ctg12559
	21752756
	21751538
	gtat
	1218
	12
	0
	5
	no RNA
	CGCCTGATGAGTATCCTTTGACTTCATGAGTTAATGTATCG
	CATTCTATGCAGGACCTTAATTCTGTCTTATAAATCCCGCT

	29
	ctg12616
	437115
	438183
	gtag
	1068
	15
	1
	11
	tRNA-guanine transglycosylase
	TTGAAACTACGTATCCTTATGAGCCAAGATATAGACTATAC
	GTTGGCATATTCCTTATCTTAGTTTACAAAGCATGAAATGT

	30
	ctg12691
	2366591
	2366385
	gtag
	206
	12
	0
	3
	no RNA
	CTGGTCCTCAGTATCCTTTCAGGACGGGGCAGCCAGGAACT
	CCTACTGAACATTTCCTTAGCCTCGTTTTAGGTGGAGTCTT

	31
	ctg12719
	2624577
	2627566
	gtag
	2989
	14
	1
	2
	unassigned RNA
	GGGCAGTCAAGTATCCTTTCTGAAGAAAAAGTAAGATACAT
	AATGCTAAACAACCTTAACTTGATTTCCAAGAGCTGTTGAT

	32
	ctg12723
	1314122
	1325072
	atac
	10950
	11
	0
	57
	no RNA
	GATAATACAGATATCCTTTCAGATCTGACCTCAGTAGGAGA
	GTATGTGTGTTATACCCTTAACATTTTTCACATGTGTCCAT

	33
	ctg12729
	2263390
	2260721
	atac
	2669
	13
	1
	4
	unassigned RNA
	GTGGAAGCAAATATCCTTTAAAGTTCAACTTGAGTAATCAT
	TGAAAAGCACAGCCCTTAACAAGTATTTTACCTGTTTTAAC

	34
	ctg12743
	1633901
	1637859
	gtag
	3958
	14
	2
	3
	unassigned RNA
	AGTCATGTGTGTATCCTTTTTGAGATATATTTAAGGTTTGA
	TGTAGGTTGTACCCTTAACTAAATTCTTTAGGTTGGCACGT

	35
	ctg12749
	1119576
	1120193
	gtag
	617
	13
	0
	6
	no RNA
	TGTTCCATTTGTATCCTTTATGTTTTAGTAACGTACATGTA
	CAATCCTTAGCCTCCTTAACAAAGATTTCAGCTTACAGGAC

	36
	ctg12749
	7826157
	7821817
	gtag
	4340
	15
	1
	2
	unassigned RNA
	GTGGTCCTCTGTATCCTTTGAACGTGAAAAGCTTCTTTTGC
	GAGGGTATTTTCCTTGACTGCTTCTCCCCAGACTTCATCCT

	37
	ctg12766
	4129283
	4128597
	gtag
	686
	12
	3
	3
	TATA binding protein associated factor (TAFII150)
	AGCAGTGGGTGTATCCTTTTCAATAGCAGTTCAACAGAGTG
	AGTATGTAAACTTTCCTTTACAATTCTTCAGAGATCAGAGT

	38
	ctg12770
	448596
	448803
	gtag
	207
	16
	1
	0
	neuronal apoptosis inhibitory protein
	CTGTTCATCTGTATCCTTTATAATAAAGCAGTAAACATAAG
	TGTATCGTGTCCTTAACCTTGTTGGTGCGAGACGACGAACC

	39
	ctg12772
	2626497
	2623661
	atac
	2836
	10
	0
	1
	no RNA
	GAACCAAAGCATATCCTTTTAATGCTTATAAATCTTATTGG
	TGTATGTTTTATGTCTCTTTAACATGGTGACACATCAAGAA

	40
	ctg12824
	4885849
	4879798
	atac
	6051
	12
	0
	2
	no RNA
	AAAGATGTCCATATCCTTTTGATAGCTAAATAACTTAAGTC
	TAAATTTCAGAATACCTTAACTATAGTATACAGATTTGTTA

	41
	ctg12824
	5036385
	5035593
	atac
	792
	10
	1
	1
	unassigned RNA
	CTGAACTTGAATATCCTTTTGTTCTGAAGTCTAGTCAAATC
	AATAAATCCATATATTCCTTAATCAACTCACTGAAGCATAT

	42
	ctg12824
	24133076
	24133856
	gtag
	780
	11
	0
	1
	no RNA
	GCAATGTCCTGTATCCTTTCCTTGCTGCCTGGCAGGCCAGA
	GCAAGCAGAGCCCTGCCTTGACACCCGCCAGCTTCGACGTG

	43
	ctg12850
	3847805
	3846674
	atac
	1131
	12
	3
	1
	matrilin-3
	AACACTAAACATATCCTTTCTGGAAGGTTTTCTCCTTCTGC
	ATAAATGGTGTTGGCCTTAACAACTTGCCACTTGATGACAT

	44
	ctg12913
	3545077
	3547144
	gtag
	2067
	16
	0
	2
	no RNA - AOX1
	AGGAAGAAGCGTATCCTTTTCTTTACTTTGACTGTGTATGT
	CACATATGATCTTTAACTATACCTCTTCCAGTTCGACTCAC

	45
	ctg13001
	11511077
	11514110
	gtag
	3033
	15
	1
	6
	unassigned RNA
	ATTAGAATTGGTAACCTTTTCTGTCTTGGCTTTTTAATGCT
	TGATTCTTTCTTTTTAACACTTCTCAAGTAGGATTGGCTAC

	46
	ctg13010
	10127356
	10125651
	gtag
	1705
	11
	0
	1
	no RNA
	GGTGTCTCCTGTATCCTTGTTAAGTGAATGAGCAATTGTGG
	CTCATGTTCAATTTACCTTAATTATTCACAGAGAAGACTTT

	47
	ctg13023
	6097907
	6101881
	gtag
	3974
	12
	1
	23
	unassigned RNA
	ACATCGCTGTGTATCCTTTCTGAATCTGAGCCAGAAGTGGG
	CCCACTGCTGTGTCCCTTAGCACTTGGTAAGATTGGTGTCT

	48
	ctg13038
	666224
	667824
	gtag
	1600
	9
	2
	23
	cap-binding protein (CBP20)
	GTTTTGTGGAGTATCCTTCCCATGGATCTAATGTAGCTGCT
	GGAAAAATGCTAGTGTTCCTTAATACTTAAGATATTACTCA

	49
	ctg13067
	2493412
	2494448
	gtag
	1036
	18
	1
	63
	translocon-associated protein gamma subunit
	ACCCCACAGTGTATCCTTTTCAAGGTTGATTATCTTTTTTA
	TCATTTTTCCATAACATTAAATTTCTTACAGGAACTACATA

	50
	ctg13079
	905421
	905917
	gtag
	496
	15
	2
	2
	digestive tract-specific calpain (nCL-4)
	CCTGATGGACGTATCCTTCCAAATATTTGAGCAGAAATAGA
	GCTCATGTCTCCCTTAACCCACATGGCACAGACCAGCGGCA

	51
	ctg13079
	3127622
	3122059
	gtag
	5563
	15
	0
	2
	no RNA
	GCCATTCCTCGTATCCTTTCTGCTTCTATTTTCACCCTCCA
	TTTTTTTTTTGCCTTAACTCAACATTCTCAGATTCTGCCAT

	52
	ctg13103
	593749
	592779
	gtag
	970
	14
	2
	4
	cap-binding protein (CBP80)
	ACCCCAAGTTGTATCCTTTTCTTTATTTTTAAACTTAATCT
	GAGAATAGTTTTCCTTATCCTAAATTCACAGCTTGCACAGG

	53
	ctg13103
	28344485
	28348736
	atac
	4251
	16
	0
	20
	no RNA
	TCCTGCGGCAATATCCTTCCCTGACGCGGCGTCCGGGCCTG
	GCCTAGCTATCCTTAACTGGTGGTGATGCACAGGGGACATG

	54
	ctg13116
	5048234
	5044745
	gtag
	3489
	11
	3
	2
	Mcd4p homolog (ER membrane protein)
	CTTTTTCCTTGTATCCTTTGTGGAGACTTTGGTTTAAAGAG
	GTTGTTTTGCCATTTCCTTGACTCCCTTTAGGTTTTCTTCT

	55
	ctg13155
	344147
	342208
	atac
	1939
	12
	0
	2
	no RNA
	CGCGCCGAGAATATCCTTTCCTCTCGCTGGGCCCTGTCACC
	TGAGGGCTTATCTTCCTTAACAAATAATAACATCAAGAACT

	56
	ctg13155
	789323
	789693
	gtag
	370
	9
	1
	2
	unassigned RNA
	CACGCCCGGCGTATCCTTGGCCGGCTCTTGGACCCAGGAGT
	TCTGCTTCCACACTTGGCCTTGACATTGCAGGCATCATTCT

	57
	ctg13206
	5570875
	5571996
	gtag
	1121
	16
	1
	1
	unassigned RNA
	GCAGTGCCTCGTATCCTTCTAATTAAAGTTTTATAAGAATG
	ATGTCAGTGTCCTTAACTAGTTTTCCCATAGATTCAGCCAT

	58
	ctg13206
	7466044
	7470648
	gtag
	4604
	14
	1
	3
	unassigned RNA
	CCCACATTCTGTATCCTTTGGCAGAGGAAGAGGTTTGGTGG
	GTGCCTAACTGTCCTTAACAGCTTTTTCCAGGCTATGCCTC

	59
	ctg13255
	3171119
	3189402
	gtag
	18283
	16
	1
	9
	unassigned RNA
	AGACAGATCAGTATCCTTTAAAACTTATTTGTTTTGAGTTT
	TCATGCTTTTCCTTAAGTTATCTGTTTTCAGAGCAGTGGAA

	60
	ctg13284
	4336888
	4336361
	gtag
	527
	14
	0
	1
	no RNA
	GTCAAAGGCAGTATCCTTTTTGGGGAGCCATTTTAACCCTT
	GTCCCGGGCTTTCCTTACATCTGTGCCTCAGTCCATCATGG

	61
	ctg13284
	4338164
	4337189
	atac
	975
	14
	0
	5
	no RNA
	CCAGCCTCCTATATCCTTTTCTGCTAGGGGATCAGCCTTGC
	GAAAGCCGGGGTCCTTAACGACCTGCCCTACTCAGCTCACC

	62
	ctg13284
	5500810
	5501841
	gtag
	1031
	13
	2
	2
	TBP-associated factor 172 (TAF-172)
	GCACTTGCCTGTATCCTTTTTCATTTGACAAACTGTTCAGG
	CATTTCAAAATTTCCTTAATCACTTACTCAGGTGTAATGGA

	63
	ctg13284
	7392474
	7395671
	gtag
	3197
	16
	0
	7
	no RNA
	TATGGATGCTGTATCCTTTTTTTATTTCCAGATTTTTATAA
	AGAATAAAATCCTTAATTTTTTGCATTTCAGTATCAAAGAC

	64
	ctg13284
	9369109
	9368784
	gtgg
	325
	21
	1
	6
	unassigned RNA
	AAGTTACTCAGTATCCTTTTTAGAGCTGGGTGGCCTGTTGC
	GATGTCCTTGATCATCACTTTTCCACCTTGGATGACCCTCT

	65
	ctg13284
	11466790
	11466375
	gtat
	415
	11
	0
	1
	no RNA
	GGCCAAAGTGGTATCCTTTATTCCCAGCAGACTTCTGGTCC
	CTAACTCCTCATTTTCCTTCACCGGTGTTATGTGACTAGAT

	66
	ctg13284
	11480067
	11466367
	gtag
	13700
	19
	1
	46
	CGI-108 protein
	GGCCAAAGTGGTATCCTTTATTCCCAGCAGACTTCTGGTCC
	TCATTTTCCTTCACCGGTGTTATGTGACTAGATCTCCTTAG

	67
	ctg13284
	11495291
	11495896
	gtag
	605
	16
	0
	17
	no RNA
	CACCACTGCCGTATCCTTTTGCTTTCTCTTCTGCCTGAGGC
	TGATTCTAGTCCTTAATCATTTCCCAACCAGCCTGGCTAAA

	68
	ctg13284
	11495291
	11497968
	gtag
	2677
	12
	0
	1
	no RNA
	CACCACTGCCGTATCCTTTTGCTTTCTCTTCTGCCTGAGGC
	AACCAGTTGTTACTGCTTAGCTCAATTTCAGACATACTTCC

	69
	ctg13284
	11901924
	11903243
	gtag
	1319
	14
	0
	1
	no RNA
	GATGAGGGTTGTATCCTTCTGGGCTATTCTGTGTTGAGGGC
	GCTCGCAGCTCTCCTTAACCACCGACCCCAGATTGAGATCT

	70
	ctg13284
	36675973
	36671828
	atac
	4145
	14
	2
	9
	unassigned RNA
	GGTAAAAGAAATATCCTTTATCTGAACTTTCTTACTGTGTT
	ATGATAGTCTTTTCTTAACTTTTCGTTTAACGCCTATGTTA

	71
	ctg13284
	38171842
	38173541
	atac
	1699
	12
	5
	10
	unassigned RNA
	GAGGACACAGATATCCTTTGCAAGGTTGTTTGTAGTGACGA
	TTTACTCTTCTTTTCCTTAACTATGGTTTACAGAAACTCAT

	72
	ctg13286
	5835001
	5839465
	gtag
	4464
	15
	1
	2
	unassigned RNA
	AGACCCTACAGTATCCTTCCAACCAAGGTCTGAGCACACCC
	CTGTCACTTTCCCTTTACATACTTTACACAGATATAATCAC

	73
	ctg13286
	6858793
	6865696
	atac
	6903
	16
	1
	0
	homeodomain protein (Prox 1)
	GGGAAGTGCAATATCCTTTTATTTTCCCCTCGAGGAAAAAA
	AATTGCTTTTCCTTAACCAATTGCATCCTACATGCAGGAAG

	74
	ctg13286
	7208221
	7207276
	atac
	945
	12
	1
	16
	HSKM-B
	CACTATAAATATATCCTTTACAACTGCCCTGATAGCTTATT
	CCCGGTGGCCCTTTCCTTGACTCCACAGCACCCCCTAGTGA

	75
	ctg13290
	406895
	409087
	gtag
	2192
	14
	1
	33
	WS-3
	GTTGGCTGTTGTATCCTTTACAATAATCTACCATAAATAAT
	TTTGTAGTATTTACCTAACTCTGGCTTACAGATTCCCAAGC

	76
	ctg13321
	2691917
	2696822
	gtag
	4905
	16
	1
	0
	unassigned RNA
	CCAGGCCAGTGTATCCTTGGAGAATGCCCTAGCCAAGGGGC
	AGATATAAGTCCTTAACTACAGGGATTCCAGATATCCAGTG

	77
	ctg13361
	5083938
	5076925
	gtag
	7013
	14
	4
	16
	 RNA 3'-terminal phosphate cyclase-like protein (rcl1) - RNA processing
	GAGGAATGGCGTATCCTTTCCATTTATTTGGATTTCTTTTT
	GCAGAATGACATCCTTAACTCCAGGCTGCAGGTACTCTGTA

	78
	ctg13361
	29016571
	29018536
	gtag
	1965
	14
	2
	22
	unassigned RNA
	ATGAAAGAATGTATCCTTTAAAAAGCTGAAAATGGGGCCGG
	CATTGTTTTCCCCCTTAACTCATGTAATTAGTCATAGCAAC

	79
	ctg13420
	1202058
	1202336
	atat
	278
	11
	4
	45
	Homo sapiens mRNA for Prer protein
	GCACAGAATCATATCCTTTATTTTAATACGTTCCTGGGTTC
	CCTGTGTAGTGTTTTCTTTAACATAGCATATGCTGAAGAAG

	80
	ctg13420
	1229175
	1230401
	gtag
	1226
	15
	1
	14
	histidyl-tRNA synthetase homolog (HO3)
	TGACCTTACTGTATCCTTTTGAGTACTGGAGCCTGACCTGT
	GTATCCCTCTTCCTTAACCCATTTATGTGAGGTTCCCTTTG

	81
	ctg13420
	2217557
	2216441
	atac
	1116
	15
	1
	8
	diaphanous 1 (HDIA1) -cell motility
	AAAAATGACCATATCCTCTCTTGAAAGGAGGGAGTTGTTCC
	TTGGTCTTGGTCCTTTACTCCTTGGCTGCACAGCTTTGTGA

	82
	ctg13420
	2268292
	2267660
	atac
	632
	19
	2
	2
	diaphanous 1 (HDIA1)
	TGGAGATGGAATATCCTTTTGCTGACTAGGTTCAAGGCAGA
	TTGCTTTCCTTAGCCTATTTCCCTTTTCCACTGACTTTAAT

	83
	ctg13446
	3682407
	3686111
	atac
	3704
	10
	0
	1
	no RNA
	CCGACTCCTCATATCCTTCCTTGGTTGTCACTTCTACCTAG
	ATGATACTAGTATCTTCCTTAATTATCCTACTCATTGTCTC

	84
	ctg13446
	3911600
	3906115
	gtag
	5485
	15
	2
	17
	Smg GDS-associated protein SMAP
	AAGGAAACACGTATCCTTTCAGTGTTTACCGTAGATAACAA
	GTAGTTTGTTTCTTTAACCATTTTTATTCAGAGGCTCCAGC

	85
	ctg13446
	3963637
	3961251
	atac
	2386
	13
	2
	3
	Smg GDS-associated protein SMAP
	AAGAAAGCTGATATCCTTTTAGAGTGGCATTTGAACCGTCT
	GAGTATGGATGATCCTTAACAAGTTGTTTACTTGATGAAGA

	86
	ctg13458
	146979
	147679
	gtag
	700
	15
	5
	4
	exonuclease 1 (EXO1/HEX1)
	ACGCTGGGCAGTATCCTTTCTGAAACAGAATGGTAGAATTT
	AATACATTTTTCCTTAATCTTGCTAATCTAGATATGTTGAT

	87
	ctg13464
	1066836
	1066653
	gtag
	183
	11
	1
	0
	unassigned RNA
	CCCTTCAAAAGTATCCTTTTGCCTCTAACTTTTACAAATAG
	CCAAGTGGAAAATTTCCTGAACACAATTCAGATTTAAGGAA

	88
	ctg13513
	10699073
	10697038
	gtag
	2035
	17
	0
	2
	no RNA
	TCTCTCACTAGTATCCTCTCTCTGTTTGCCATGTCCCATTA
	AGTTAGTTTCCTTAAGTTTTCCTGAATTCAGCTGTTACCCT

	89
	ctg13516
	940311
	939774
	gtag
	537
	13
	0
	25
	no RNA
	TCATTGGAATGTATCCTTGTGGTTGTCAGATAAAATTTAGA
	AACCTGTTACTGTCCTTAACTTTTGGCGTAGAAATGGTGAT

	90
	ctg13531
	420977
	420720
	gtag
	257
	13
	0
	1
	no RNA
	AAAGAGGGGAGTATCCTTTTTCCTAGCTTTGCTGGGGTAGG
	ACTGTATTAGCTTCCTTGACACACACTTCAGCGGTTGAAAT

	91
	ctg13617
	3757596
	3754663
	gtag
	2933
	12
	0
	3
	no RNA
	AGGCTGGCACGTATCCTTCCACCTGCTGCACTGCCGCCATC
	TGTCTTCATTTTTTCCTTAAACAAACCCCAGCTACATTAAA

	92
	ctg13617
	8399283
	8400103
	gtat
	820
	14
	0
	2
	no RNA
	CTCCTGAGTTGTATCCTTTTGTAAAAAACCAGTATTAGTCA
	GAGTTAGTGCCTCCTTGACAACAGTGATTATTGGCGTGCCT

	93
	ctg13617
	9191549
	9192965
	gtag
	1416
	8
	0
	1
	no RNA
	ATTGACAAAAGTATCCTCTTGAAAACTGCCACTTTCCAATA
	AAACTTTAAAAAAGTTTTTCTTAACCAGGAGTAAATAGCAT

	94
	ctg13685
	819711
	818448
	atac
	1263
	12
	4
	29
	WDR1
	GGACACATTAATATCCTTTGACTCAAAGAGCTGGCTCCGGA
	GGAGCCGGGCTTTTCCTTAACCCCACCCTACATTACTGGGA

	95
	ctg13698
	1854642
	1854357
	atac
	285
	16
	1
	3
	unassigned RNA
	GAAGTCAAATATATCCTGCAATGCTCGGGGATGTGTGCGGT
	GAGATATTGACCTTAACAGTGGCTTCTGCACATAATGCCTC

	96
	ctg13715
	10611722
	10615286
	gtag
	3564
	13
	0
	1
	no RNA
	CTTGACTCTCGTATCCTTTTTGTACTACCCAAAAGAATATG
	TTGAAAGGTGAGACCTTGACTTTACTCTCAGCTGTATCCTG

	97
	ctg13915
	3025345
	3020796
	atac
	4549
	12
	3
	4
	unassigned RNA
	TGCTGAAAAAATATCCTTTTCTGTTTATATATGAAACTAAG
	GGCTTTGTTGATTGCCTTAACCTAATTTAACCTACCCCCTG

	98
	ctg13915
	3748815
	3745770
	gtag
	3045
	14
	1
	2
	histidase
	AGATAATCCTGTATCTTTTGATTGTATACTAACCTGCAATT
	GTTATCTTCAAGCCTTAACCTCTTTTGAAAGATGGTCTTTG

	99
	ctg13915
	3759837
	3759731
	gtag
	106
	12
	1
	0
	histidase
	GAGTTTATCTGTATCCTTTCCCACAGGCTCTTTGGTCTGCT
	CCACCCTATATGTTCCTTTACCTGGATACAGATACAGCAAG

	100
	ctg13934
	572024
	570979
	gtag
	1045
	17
	2
	35
	unassigned RNA
	ACTGCGAGTTGTATCTTTTTAGTTCGGATCAGAAAGTCTAA
	AGTGTGTTTTCTTAACAGCCATGCTGTTTAGATTGAAATTA

	101
	ctg13980
	739832
	742971
	gtag
	3139
	15
	5
	0
	chloride channel ClC-6
	GTACAGACATGTATCCTTTTCACGGTTCCTGGTGTTCGTGG
	TGAACAAGTTTCCTTAACCCAGTTTCCGCAGCGGTGGAGGA

	102
	ctg14007
	5421950
	5419413
	gtag
	2537
	13
	3
	13
	phosphatidylcholine transfer protein (PC-TP)
	CAACAGAGACGTATCCTTTCCACAAGGTACTCATTCCCTGG
	CGTTGGTGTCTTGCCTTAACTGGCTATGCAGTATGTCTACC

	103
	ctg14015
	1249901
	1252645
	gtag
	2744
	17
	3
	3
	transportin (TRN)
	CGTGCAACAAGTATCCTTTCCGAGGCCTGGCCGCCACCCGC
	GAGAAGTTTCCTTAACTACTGTTTGTTCTAGAAACTGGAAC

	104
	ctg14055
	3072440
	3070650
	gtag
	1790
	12
	2
	9
	c-raf
	AAATCCAACAGTATCCTTTGGTTGTTGAGTTCATTTGACTG
	TTTGAAACCAGAGTCCTTAACAAGCATTGAGATATATTTCT

	105
	ctg14071
	1105167
	1108118
	gtag
	2951
	14
	0
	2
	no RNA
	GTAATCATGTGTATCCTTTTCAAAGGAAATTGTTTGGGCTT
	ATCTAGAAGCCTCCCTAACAAGATGCTTCAGCTTTCATGAA

	106
	ctg14071
	1105167
	1110205
	gtag
	5038
	12
	0
	1
	no RNA
	GTAATCATGTGTATCCTTTTCAAAGGAAATTGTTTGGGCTT
	ATATAGAACAACCTCCTTAACTGAGATTTAGCTGGGAGCGC

	107
	ctg14071
	1108221
	1110205
	atag
	1984
	12
	0
	5
	no RNA
	TCAGTAATCCATATCCTTTAAAACAAAAAGGTTATAAGAGA
	ATATAGAACAACCTCCTTAACTGAGATTTAGCTGGGAGCGC

	108
	ctg14101
	1195665
	1193266
	gtag
	2399
	17
	1
	6
	succinyl CoA:3-oxoacid CoA transferase precursor (OXCT)
	GGCATGTATGGTATCCTTTATCCTTCTGAGCCCGGGCAAAG
	TATGCTGGACCTTAACATCTTTTTTTTCCAGCTAATTTGGG

	109
	ctg14101
	2623729
	2622933
	gtag
	796
	14
	0
	5
	no RNA
	AAGTTTAACTGTATCCTTTAAACAGAATGCACTGTCCTACA
	TGGGGAAAACCTCCTTAACTAAGCAACTTAGTGCTACTAGA

	110
	ctg14246
	821462
	817648
	gtag
	3814
	12
	3
	22
	Homo sapiens UBA3 (UBA3) mRNA, complete cds
	ATGTAGTTCCGTATCCTTTTGACAAAAAGAAAATTACTTAA
	TAGCTGCTTAAGTTCCTTTACTTGTATTCAGACATTTCAAC

	111
	ctg14250
	3519653
	3517060
	atac
	2593
	14
	1
	12
	syntaxin 6 - intracellular transport
	GAAACCATCAATATCCTTTTCTGTGGTGTCTGTGCCATTCG
	GAAATTGTTTTACCTTGACTTTTTGACCTACGCATAGTTGA

	112
	ctg14250
	4973363
	4970770
	gtag
	2593
	14
	3
	0
	"voltage-operated calcium channel, alpha-1 subunit (CACNA1E)"
	TTTGGCAACTGTATCCTTTTTAAGATGCACCTCCTCAAGCT
	TTATTTGCCCATCCTTAATTCATCACCCCAGACACGCTACT

	113
	ctg14294
	495670
	496370
	gtag
	700
	17
	1
	22
	unassigned RNA
	TTCCAAGATTGTATCCTTTTTTTTTTTTTTTTGGTCTGATG
	AAACATCTTCCTTAACAGGATGTTTTTGTAGTTACGTGGAG

	114
	ctg14357
	629389
	630300
	gtag
	911
	14
	1
	37
	unassigned RNA
	CAACTTACATGTATCCTTTTGTGATCTTCATTGTGTGTTCT
	GACATGTATCTTCCTTGACCATCCTTATCAGATATTATTTT

	115
	ctg14374
	382695
	387822
	gtag
	5127
	17
	2
	12
	unassigned RNA
	GCACACTGGAGTATCCTTTCGCCTGTGGATTGAGGTGGACT
	ACAATGAATCCTTAACTAAGGTTAATAACAGAGTGGGAGCA

	116
	ctg14391
	3791571
	3790979
	gtag
	592
	13
	2
	6
	unassigned RNA
	CTTGTGAACTGTATCCTCCTCTGGGTTTCACTGGCCCTGTG
	TTTTGTTTTGGTTTCTTAACTCCAGACCCAGGTACTATGTT

	117
	ctg14391
	16583662
	16583551
	gtag
	111
	16
	2
	13
	peroxisomal biogenesis factor 16 (PEX16)
	CTGCTGCACTGTATCCTTAGCGCGGGGCAGGATAGGGCTGG
	CTGGAGACATCCTTGACGCCTTGGCCGTCAGTGCTCAGCCT

	118
	ctg14409
	807680
	808697
	gtag
	1017
	15
	2
	4
	unassigned RNA
	AGATAGACCCGTATCTTTTCTGGAGCAACTTAGAAGGCTGA
	GTTGGATTCATCCTTAATAAGCTTTTTGCAGAGCTGTTGAA

	119
	ctg14422
	1769401
	1770614
	gtag
	1213
	20
	2
	2
	actin-related protein
	TGCTCACCGCGTATCCTCTGGACTGAGCTGCTCTGACTGGG
	CTGTCTCTTTGACTTACCCATCCGATGCCAGCTTTGCAAAC

	120
	ctg14468
	171935
	166225
	gtag
	5710
	13
	0
	1
	no RNA
	CGGAAGAGCTGTATCCTTAACGTGGCGGTCGGCGCTGGGTG
	TGGAAACTGGTTTCCTTAATATGCTGTTCAGCCAAAAGTTT

	121
	ctg14473
	3901018
	3900657
	gtag
	361
	15
	1
	0
	"voltage-dependent, calcium channel alpha-2b subunit (CACNB2)"
	GAGCAGACTTGTATCCTTTGACATCAGAGCTATCTGGAAAG
	AACATGAGATTCCTTAACAAGTCTCTTTTAGCTGACGGTCC

	122
	ctg14473
	9976267
	9977017
	gtag
	750
	12
	2
	58
	sorcin (SRI) - interacts with alpha subunit of calcium channels
	AATGCTGGATGTATCCTTTACTTTGATTGTTGTCTAGAATA
	AATACAGCTCTAATCCTTGATTACAGTTCAGAGAGATATGT

	123
	ctg14489
	1150032
	1149419
	atac
	613
	13
	1
	2
	Matrilin-1 (MATN1/CMP)
	ACCAGGAAACATATCCCTTCCCAGAGGGGGCTGGGGCTGGG
	AACCTGCACCTCTCCTTAACTCTGAGTCCACTGGAAGCTGT

	124
	ctg14489
	3061271
	3061558
	gtag
	287
	12
	2
	284
	translation initiation factor eIF3 p36 subunit
	GACGCTGACTGTATCCTTATTTTGGGTCTGAGTCCGTGTTG
	AACTTCGTCATATTTCTTAACAACTCTTCAGGGGACACCAA

	125
	ctg14493
	4961242
	4956440
	gtag
	4802
	12
	1
	3
	phospholipase c delta 1
	AGCTACAGCAGTATCCTTTTGGTGGCAGTGGGTCCAGGCCT
	TTCCTGGGTTCTTTCCTTACTTCTTGCCCAGCTGGATTCAC

	126
	ctg14502
	123828
	124496
	gtag
	668
	15
	0
	19
	no RNA
	TATGTCATCAGTATCCTTACCAGTTATTTCCTTAGAGTCAG
	TTACTGAGTGACCTTAATTCTCTACATAAAGACCTCCATAA

	127
	ctg14583
	4420669
	4420129
	gtag
	540
	16
	0
	12
	no RNA
	GCACTTAGCAGTATCCTTCACTGTACAATGTGGCTACACTT
	TGAGATTCTTCCTTGACTTATGTTTTTATAGTGCTGACTTG

	128
	ctg14637
	2733434
	2729462
	gtag
	3972
	12
	3
	19
	unassigned RNA
	AACAGTTATTGTATCCTTTAATCTGGAAGAAATGAACAAGC
	GTTTAGAAATTATTTCTTAACATAAATTTAGGTGTGGGATG

	129
	ctg14715
	1891368
	1891157
	gtag
	211
	12
	0
	2
	no RNA
	TCGGCTCCAAGTATCCTTTGGATATCCTTGGCAAGTCACGG
	CACCCAGTTAGGCTCCTTGACCCTCCTCCAGATTTGACCAG

	130
	ctg14716
	9916
	9061
	atac
	855
	12
	5
	8
	unassigned RNA
	CTCCTGGAACATATCCTCCGCTGGCAGTATGTCCCTGTGAA
	AGTTCTTCAATACTCCTTAACCACACCTCACTGTTCTAGAA

	131
	ctg14716
	561957
	561336
	gtag
	621
	16
	2
	1
	Lowe oculocerebrorenal syndrome (OCRL)
	GAGACAATCCGTATCCTTTGCGACCAAAGCTTAAGAAGCTG
	AGCTCCTTTCCCTTGACTTAAGTTGATTCAGCTGGCAGCAA

	132
	ctg14748
	308334
	310737
	gtag
	2403
	13
	3
	32
	VHL binding protein-1 (VBP-1)
	ACAGAAGTCAGTATCCTTTCTTAAAACAAAAAGCAAGGGAA
	GCATTTGCATTTTCTTTGACAATTCTTGCAGATATGGCCAG

	133
	ctg14748
	308334
	311521
	gtag
	3187
	12
	0
	1
	no RNA
	ACAGAAGTCAGTATCCTTTCTTAAAACAAAAAGCAAGGGAA
	GGTGATTTTGTAGTTCTTAACAGTTCTCCAGAGCATCTTGA

	134
	ctg14797
	1949969
	1962548
	gtag
	12579
	15
	0
	4
	no RNA
	CTTCTGTTTAGTATCCTTTTACAATAAGTCTTTCTTGCTGT
	TGCGAATTTCTCCTTAAACAATTTTTCTTAGATGGTGGAGT

	135
	ctg14824
	1647813
	1648294
	gtag
	481
	15
	4
	83
	small nuclear RNA protein E
	GCAGCCCATCGTATCCTACGCAGGATGTCAGGACTAGGAGG
	TTGTATTTTTTCCTTAGCCACTGTGGTGCAGAACCTCATCT

	136
	ctg14927
	479891
	478533
	gtag
	1358
	15
	0
	5
	no RNA
	TTTTATTCCCGTATCCTTTCTCCCGGATCCTGGTAGGGTTT
	TGAGAAGAGCTCCCTAACTGGATTATCGCAGACATCGTACT

	137
	ctg14947
	462503
	463948
	gtag
	1445
	14
	1
	1
	unassigned RNA
	CCCTGTGGCTGTATCCTTCTCCTCCCGCCCCACCAGCACAT
	AAGCCTTCTTTTCCTTAATAAAGTGTCCCAGTCATTTTCCA

	138
	ctg14950
	244053
	242815
	atac
	1238
	10
	1
	1
	unassigned RNA
	TACCAGAATTATATCCTTTTCACTGGAGGGCCCTGGCTGCA
	GATGCCGCGTTCCTTCCCTTGACAGCACCACCAGCCGAGTT

	139
	ctg14950
	1247199
	1234330
	atac
	12869
	11
	1
	1
	unassigned RNA
	GTCCTGCAAGATATCCTTTGTGATGATTCTGTTTTCACGAT
	CACTTCCGCTTGCCTCCTTGACTCGCATCACCGTCCTGGAG

	140
	ctg14977
	1979429
	1986609
	atac
	7180
	11
	14
	0
	T-type calcium channel alpha 1 subunit G (CACNA1G)
	TCTGTAACCCATATCCTTCGGGGCACGACGGCCAGGCGCGG
	CTTGGCCAGCTGTTTCCTTGACTGCCAGTACCTGGTTTGAG

	141
	ctg15054
	12070488
	12075387
	gtag
	4899
	14
	1
	11
	unassigned RNA
	AAAACCCCAAGTATCCTTTTTTTTTTTAAGGAGGTTTTCCT
	TCAATGTGTTTTTCTTAACTTTTATGAACAGATGGACTTAT

	142
	ctg15054
	17805347
	17802943
	gtag
	2404
	14
	1
	9
	guanylate binding protein isoform II (GBP2) - GTPase
	ACCAACTTCAGTATCCTTTTTTGTGGTCCAGAACAGCAGTA
	TTTCTGTAGTTTTCTTAATTTAGCATCTCAGCTATGTGACA

	143
	ctg15054
	17878464
	17878263
	gtag
	201
	13
	0
	1
	no RNA
	AGCAGCTGCAGTATCCTTCTGGGAAGTGAAGAGCAGGTTTT
	GGGTGCTATCCTTCCTTAGCTGAGATCCCAGCTATGTGACT

	144
	ctg15054
	17952420
	17952158
	gtag
	262
	12
	0
	1
	no RNA
	ACCTACTGCAGTATCCTTTTGTGGTATGGGATGGCACCAAA
	TTTCTGCCAGTTTTCTTTAATTGCATCTCAGCAATGTGACA

	145
	ctg15058
	958544
	959953
	atac
	1409
	9
	0
	12
	no RNA
	AACCTCAGAAATATCCTTTTCTACCTTTAACAAATGCTGTG
	CAGCTCTACGCAGAGCGCCTTAACACTGTACTGGAAGAAAT

	146
	ctg15064
	13222495
	13223157
	gtag
	662
	15
	3
	7
	tetraspan NET-6
	GCTATTTTTTGTATCCTTTTTAAAAATCAAGATTTTACTCT
	TTTAGAAGTATCCTTAACTTCTAACTCTCAGTATATGATTA

	147
	ctg15064
	19066287
	19061872
	atac
	4415
	11
	1
	11
	unassigned RNA
	TGTTAAGGCAATATCCTTCATTATCTTCAGGCTGCTGTGTC
	AACAATATAATTTTTTCTTAACCATTTGCACCTATTCTGCT

	148
	ctg15064
	27659180
	27659995
	atac
	815
	12
	3
	42
	glycyl-tRNA synthetase
	GAAAGAACCCATATCCTTTCTGGTCACTCCAAAAACTCAGG
	TGTAGTTTTGGATTCCTTGACTACTTCATACAAAACAGTCA

	149
	ctg15064
	29526923
	29526328
	gtag
	595
	14
	4
	60
	U6 snRNA-associated Sm-like protein LSm5
	GACTTTGTCAGTATCCTTTTAAAAGGTGGTGGTGGTATAGG
	CTGTATTTATTTTCTTAACACCAAATTTCAGATATGGTACT

	150
	ctg15071
	5016381
	5016550
	gtag
	169
	12
	1
	77
	dynactin 3 subunit (p22) (DCTN3) intracellular movement
	CAACAAGACTGTATCCTTTCTGCTCAACTAGGACCCTAATG
	GATTCCTATTCTCACCTTGACCTACAACCAGACAATGCTTC

	151
	ctg15071
	5726108
	5725550
	gtag
	558
	8
	1
	1
	unassigned RNA
	GGTCTACCAGGTATCCATCTTTTCCCCTCCGGCTGGTACCT
	GAGCACACACCCCCTGGCCCTGGACCCCCAGGCCCCTGCCC

	152
	ctg15082
	2783499
	2793213
	gtag
	9714
	20
	0
	1
	no RNA
	ATTTTGGATGGTATCCTTTGAATAAGTAAAGGGGAAAATTT
	CATTTTCCTTAAACGTAGTCATGGTGTATAGGCAATGAGAT

	153
	ctg15082
	2931568
	2930258
	gtag
	1310
	15
	0
	5
	no RNA
	TCATCACTCAGTATCCTTTGGACTGTGCCGTCACCCTTATG
	ACAGAAAACTACCTTGACTCCACTCCTCCAGGTACGTGTGC

	154
	ctg15082
	3913049
	3911462
	atac
	1587
	11
	2
	7
	unassigned RNA
	CAGTGCATGCATATCCTTTCAGTTGCCTGGGGCTGAAGGCC
	AGGGGCTGGCTTATTCTTTAACTTCGTGCACCAGTCCCTGT

	155
	ctg15105
	135358
	135913
	atac
	555
	15
	0
	9
	no RNA
	CACCCGCCACATATCCTTCACAGGGGACTTGGGAGTGTCTG
	TCTACTTTTTTCCTTAACTGGTGCTGTTCACATTGACAGCT

	156
	ctg15131
	21411977
	21413577
	atac
	1600
	11
	1
	2
	unassigned RNA
	AGAAAAATTAATATCCTTTTTCTTCTGTATATGGTCACATT
	TGCTAAATATTTCTTCCTTAATTTATTTTACATCATTGATC

	157
	ctg15140
	1730299
	1730919
	atat
	620
	13
	0
	14
	no RNA
	CTCATAAGGGATATCCTTTTTGGTTCTGTAGAGGGTGGATT
	CTAGGCAGTTGTCCCTTAACTGTCTGTGAATGTCTGGGATT

	158
	ctg15140
	1730299
	1733643
	atac
	3344
	12
	1
	1
	unassigned RNA
	CTCATAAGGGATATCCTTTTTGGTTCTGTAGAGGGTGGATT
	GTTGACTTCTTTTTCCTTCACCAAGACTGACTGGAGCTCTC

	159
	ctg15140
	4494303
	4494812
	gtag
	509
	14
	0
	52
	no RNA
	AGCGAGACCTGTATCCTGAGGGGCGTGGCTGGGGAGGGGCG
	TTCACGCAGCTTCCTTAACGAGGTTTCCCAGCTATCAGAAG

	160
	ctg15174
	959704
	961245
	gtag
	1541
	12
	1
	6
	transportin2 (TRN2) - mediates import into nucleus
	CGTGCAGGATGTATCCTTCCTTCCTTCCGGGGCTGGGGGAG
	CTGTCTTCCAAGTCCCTTAACAGCCTGGCAGAAACTCAAAC

	161
	ctg15174
	2527802
	2527650
	gtag
	152
	16
	5
	1
	"voltage dependent, calcium channel alpha 1a subunit (CACNA1A)"
	TTTGGGAACTGTATCCTTCATGGAGAGAGAGAAGGGGACAG
	TGGTTGCTTTTCCTGACTCAGACATTTGCAGACACCCTCCT

	162
	ctg15247
	179006
	179162
	atac
	156
	12
	3
	4
	Ran binding protein 11
	TTGAAGTTAAATATCCTTCTGAAAATTTAAAAATACTTCAT
	ATATTCTCAGTATTCCTTAACTGTTCTTCACCTGTTGATGA

	163
	ctg15256
	1289716
	1290291
	gtag
	575
	9
	2
	18
	unassigned RNA
	CAGCTCTACTGTATCCTTTGACATAGAGCATCCCTCTGTTT
	TGTTGAAGTACGATTTTCCTTTAGTCCTAAGTAATGCAATT

	164
	ctg15279
	8355332
	8353611
	gtag
	1721
	13
	2
	12
	peroxisomal phytanoyl-CoA alpha-hydroxylase (PAHX)
	CGGGGCTGTCGTATCCTTTGGGCTGCGCGGGGCTCGGGCTG
	TTTACTTTATTTGCCTTAATTCACATCCTAGGTAGCTCATC

	165
	ctg15285
	4771601
	4773174
	gtag
	1573
	15
	1
	226
	c-myc binding protein
	GACGAGTTCTGTATCCTTTCCACAGGAACGGCTACCTGCTG
	GCTAGTTTTTCCCTTAATTCTTGCTTCTCAGATGTATGTCC

	166
	ctg15285
	7447913
	7447436
	gtgg
	477
	12
	0
	1
	no RNA
	GAGTGGAATAGTATCCTCCAGGTTTTTCAATTAAACGGATT
	AGTATGATAAGTTGCCTTGACACCTGTGTGGTCAGTGTCCT

	167
	ctg15285
	8374087
	8372939
	atac
	1148
	12
	1
	2
	primase subunit p48 (PRIM1) - DNA replication
	GTTCCTGAAAATATCCTTTCCCGTGATCATTTCTGTGTGAG
	TAAATGAGTCTGTTCCTTAATGACCCATCACCAATTCATGA

	168
	ctg15296
	1320787
	1319254
	gtag
	1533
	12
	0
	4
	no RNA
	TGCAGCTTTTGTATCCTTTTATTTAGAAGCCAGTGAAAAGC
	AAATTAAGAAATATCCTTAACCAATGACTAGATGGCCTAGC

	169
	ctg15361
	11723280
	11722879
	atag
	401
	14
	0
	2
	no RNA
	TCTTCTCTTCATATCCTTTTTGAGTATATTCACAATAGCTT
	ATTGTAAAGTTTTCTTAACTGTGTTTTTCAGTCTGCCTGCA

	170
	ctg15380
	220141
	218801
	gtag
	1340
	12
	0
	1
	no RNA
	CTCTATGTCTGTATCCTTATAGACCTACTGGAAATTTCCGA
	AATTTAAGTTTTTTCCTTGACCTTCTATTAGTTTTGCATGC

	171
	ctg15422
	678097
	677654
	atac
	443
	10
	0
	10
	no RNA
	ACTGCGGGGCATATCCTTACCTTCTTAGTAAAGGTAACTAA
	TCTAAGAAAGATTATGCCTTAATTATTTCACATATGAGGTT

	172
	ctg15424
	16078856
	16089564
	atac
	10708
	12
	1
	1
	"voltage-gated sodium channel, alpha subunit (SCN2A)"
	TGGTACATTCATATCCTTTTTCAAATCGTCACTTAATATGA
	TTGAACTTTGTCTTCCTTGACGATATTCTACTTTATTCAAT

	173
	ctg15424
	16220741
	16222344
	atac
	1603
	12
	3
	0
	"voltage-gated sodium channel, alpha subunit (SCN3A)"
	TGGTACATTCATATCCTTTTAATGTGAATTGCCTAAATGCT
	TACTAACATTTATTCCTTAACTATAATCTACTTTATTCAGC

	174
	ctg15424
	17632082
	17632418
	atac
	336
	12
	1
	0
	"voltage-gated sodium channel, alpha subunit (SCN6A)"
	TGGTACATCCATATCCTTTTCTGTTGACTTGTTGACTTTAA
	TATTAACTATTATTCCTTGACTATAAGCTACCTTTTTCCAA

	175
	ctg15467
	4828879
	4828262
	gtag
	617
	14
	1
	3
	unassigned RNA
	GCTGTTCTTGGTATCCTTTATTCTAATGGTTTTTAATGAAA
	AAGGTTTTCAGTCCTTAACAATAGACTTCAGCTATGGTGTG

	176
	ctg15478
	200862
	208439
	gtag
	7577
	14
	1
	9
	tubulin-folding cofactor E
	GCATGTCCTAGTATCCTTTTCACCGAGAGCTTGTTATTGGA
	GAAATTACTGTTTCTTAACATGTGCTTTTAGATATCAGAAA

	177
	ctg15485
	396014
	395568
	atac
	446
	10
	0
	1
	no RNA
	GGCTAGACCAATATCCTGCCGGGGCTGGGAGGGAGGGCCCC
	CGTGTTGCTGTTATTTCCTGAGCACCCACACCTGGATCCAC

	178
	ctg15493
	2991532
	2992090
	atac
	558
	10
	1
	195
	heat shock factor binding protein 1 (HSBP1)
	ATTGGGAGAAATATCCTTTTTATCTGCAGTCGGCCTCCTGT
	TGTTGGCACGCGTTGTCTTTAACTTCAGCACTTGATGATAT

	179
	ctg15540
	2379952
	2380862
	gtag
	910
	13
	1
	13
	GAR1
	CAGAGATTTTGTATCCTTTTTCATTGGAAGGCCTGATAATA
	TTGCTCATTTGTTCCTTAATGAAAATAATAGTATTTTTCAG

	180
	ctg15556
	280785
	278872
	atac
	1913
	9
	2
	1
	diaphanous 2
	CAGAAATGGAATATCCTTTGACAAACCACAAAACAATTTTG
	GGATCTTTAATATTTTTCCTTTACTTTCTACTGATATGAAT

	181
	ctg15583
	362230
	360031
	atac
	2199
	10
	1
	11
	CAGF28
	ACTATGAATCATATCCTTTCCAAAAGAGAATTAAAAAGTAG
	GTTTGAAAGTCGTTTTCCTCAACAAGCCTACATATAAGTTT

	182
	ctg15590
	223017
	212044
	gtag
	10973
	14
	3
	8
	transcription factor WSTF
	GCACCCGGGAGTATCCTTTTCCAGCCGCGCGGGCCGGGCTG
	GCATATTGTTTTCCTGAACTACTGCCAACAGAGAGTATGAA

	183
	ctg1564
	202394
	203654
	atac
	1260
	21
	2
	2
	Ran binding protein 16
	TGTCCATTGGATATCCTTTTCTAAGCTAACTTCTGTGCACA
	ACTTTCCTTGACCTTCTTCCTTTGTCTTCACGTACAGTAGC

	184
	ctg15649
	24839
	24233
	gtag
	606
	11
	2
	0
	"Homo sapiens testicular protein (TSPY) mRNA, complete cds."
	GGCCAATGTTGTATCCTTCTCAGTGTTTCTTCGGCCTTTCT
	TCGTGTGTAAAGTCTCTTTGACCTAAATCAGATTGCAAACC

	185
	ctg15649
	1517488
	1518323
	atac
	835
	10
	0
	4
	no RNA
	CTTCTCTCGAATATCCTTTGTGTTTCTGAGTTGGAGCTCTG
	TTTACTGACTACTTTTTCTTAACAATTACACGTTTATAATC

	186
	ctg15649
	6183029
	6180918
	gtag
	2111
	15
	3
	5
	unassigned RNA
	CGTGTCTGCAGTATCCTTCAGAGCCACGGACCTCTCCTTCC
	CTGTTCTACATCCTTGACTGCTTCTCCTCAGATATGACTTT

	187
	ctg15665
	7010226
	7010145
	atac
	81
	9
	1
	3
	matrilin-4
	ACGCTGAACCATATCCTTTGGGGCTGGTGGCGCGGGCTGGA
	GCGAACCCCAACGGCCTCCTTAACCGCTCACTGGCCCAGCT

	188
	ctg15665
	7804915
	7805058
	gtag
	143
	14
	1
	2
	unassigned RNA
	TCTGCTGTCTGTATCCTGCACAGCTGTGCTGGGACCACCCT
	CGTGGGGATTCTCCTTTATCCTCTGCTGCAGACATCAGCTC

	189
	ctg15665
	7818487
	7818696
	gtag
	209
	12
	1
	0
	unassigned RNA
	GATGAAAACTGTATCCTGGAATTAAAATTGGGGGAAAGAGG
	GACCGGGTCTTTCTCCTTGACCGGCTCTCAGACATGGAGTT

	190
	ctg15665
	14192682
	14194352
	atac
	1670
	15
	1
	1
	unassigned RNA
	TTCTGCATTAATATCCTTTTAATGTGATGAACATGCAGGGT
	CGATTCTCCTTCCTTGACAGTTGTCATTTACGTGCTGAAGC

	191
	ctg15665
	16701597
	16701116
	atag
	481
	12
	0
	1
	no RNA
	GAATTGAAGAATATCCTTCCTTTGCCATTTGGGCTCCAGTC
	ATTGTTTTTTCTTTCCTTGACAAATCTCCAGGCTAAAATAC

	192
	ctg15665
	20538455
	20538796
	gtag
	341
	9
	2
	0
	SPO11
	GGAATTCGGAGTATCCTTTAAGTGGGAAAACTATTTAAACT
	TGCTTTCAATTTATCAGCCTTAACTTCACAGATTTAGTTAC

	193
	ctg15684
	235800
	235557
	gtag
	243
	14
	1
	3
	unassigned RNA
	AATTTGTCATGTATCCTTTAATGAACCAACTTGGGTGTACA
	TACTCAGTTTTTCCTTGACCTGATGCTGTAGGGCTTGGCAA

	194
	ctg15751
	632335
	633044
	gtaa
	709
	9
	0
	1
	no RNA
	TTGGCATCATGTATCCTTTTATTCAGACGAATAATGGTAGT
	TTTTCTTCCTTAACATTGTAATGGACTTTAATTTCTTATTT

	195
	ctg15811
	1354967
	1359317
	gtag
	4350
	14
	2
	15
	unassigned RNA
	CCAGTTACAAGTATCCTTTTCTACCTTGTTAACAATGAAAT
	TTTAAATGTTTTCCTTAATTGTTTTCTTTAGTGAGTATCTT

	196
	ctg15855
	608204
	608132
	gtag
	72
	12
	1
	0
	unassigned RNA
	AACTTCAAGTGTATCCTTTGATGGGCCCCGGGGGGGCCCCA
	GTGCTCCCGTTTCTCCTTGACCGGGACCCAGTCGTCGTGGA

	197
	ctg15907
	22033710
	22037477
	atac
	3767
	11
	1
	2
	E2F3 transcription factor
	AGAATCAAAGATATCCTTTGTGCCGCCAGTTCTCTGGGGGT
	ATTAGATGGAAGATTCCTTGACACTCTTTACGTTAGCTTAT

	198
	ctg15907
	38170325
	38170611
	gtgg
	286
	12
	0
	9
	no RNA
	TGACTGCTCTGTATCCTCTGCCCACGCAGCCAGCCACTCTT
	TGTGATCATGCTTTCCTTGACTCCCCTCTGGGTACCTGGCT

	199
	ctg15907
	41619758
	41621171
	gtag
	1413
	13
	4
	3
	"Homo sapiens stress-activated protein kinase 4 (SAPK4) mRNA, complete cds."
	GGGAAAGATTGTATCCTTTGCTGGAAAAGCCAAACTCCATC
	GAGCAAGGCTAAGCCTTAACCTGCCACCAAGACCTGGACCA

	200
	ctg15907
	45248089
	45243757
	gtag
	4332
	13
	0
	4
	no RNA
	AACGAAATCAGTATCCTTTCTGAAGTGATGAAGAAACTTCC
	TCAGGCATTAAATCCTTAAGTCAAGTTTCAGATATCCTGGT

	201
	ctg15907
	49142084
	49140321
	atac
	1763
	14
	4
	10
	unassigned RNA
	CCCATGCTTCATATCCTTTCAAAAGTCTCTACATAACCCAA
	TGCACTAAAATTTCTTAACTTGTTGCAGCACGGGTCTTTGT

	202
	ctg15944
	3676837
	3676967
	gtag
	130
	15
	1
	4
	unassigned RNA
	CGGCTGTCACGTATCCTTCAAGGCCTTTTAGATTGTGGGAT
	TGCTCTGTTCTCCTTGATTGTTTGGCATCAGAATGGCAGTA

	203
	ctg15944
	7438132
	7440203
	atac
	2071
	14
	4
	45
	damage-specific DNA binding protein 1 (DDB1)
	AGCACTCCTTATATCCTTCCCAGAGCCATCCCCTTGCTGGG
	TAAGCACGTGTTCCTTAACTCACCCATCCACCTGGAGATCC

	204
	ctg15944
	8059651
	8059081
	gtag
	570
	14
	4
	88
	unassigned RNA
	GGTTCTTCGTGTATCCTTTCACTGAGCAGCCAGAGGACCAG
	CCCTTCGCTTTGCCTTAACTGCTGTGCCCAGTTACGAGGTC

	205
	ctg15951
	37181
	38072
	gtag
	891
	16
	4
	3
	K-Cl cotransporter KCC4
	GACGAGAACTGTATCCTTTCTTGCAGTGTGCCTGCTGAGCG
	TCAGCTGTGGCCTTAACTCTGTTGACCACAGACATGGAGTT

	206
	ctg15951
	217765
	219484
	gtag
	1719
	9
	1
	1
	unassigned RNA
	TGCCTACGTGGTATCCTTTTCATCGTGGCATGGTCTAAGCG
	CCCTGGGCCAGGTTCTTCCTTGACATGCCAGGTGACCGGGG

	207
	ctg15966
	141492
	142094
	gtag
	602
	12
	3
	8
	unassigned RNA
	TACTCATCTTGTATCCTTCTGGAAACCCATCATTGCCTCTG
	GCCAGCCAGTTCTTCCTTAATGCAGTGGCAGTTACCTAATG

	208
	ctg15988
	7782645
	7781130
	atac
	1515
	12
	2
	0
	unassigned RNA
	GTTTTGTTAAATATCCTTTACTGTCATTAACGTGAAAACTG
	TTTTTTGTTGTATATCTTAACAAAACTTAACCTCTCTGTGG

	209
	ctg15988
	11926421
	11924866
	gtag
	1555
	15
	1
	68
	unassigned RNA
	GAGTTCATATGTATCCTTCCCTGTATGTAAGATTAGTGGCA
	AATCTTATTTTCCTTAGCTAAAAACCTTTAGGTATCTTCTT

	210
	ctg15988
	13393246
	13396290
	gtag
	3044
	14
	1
	6
	vacuolar ATPase
	GAAGAAACTTGTATCCTTTTTGGCTCAATTTCCTGCCACTT
	ATAGTAGGTTTTCCTTAGCTGCTGTTTTTAGCTGGTGTGTC

	211
	ctg15995
	608008
	608452
	gtag
	444
	8
	0
	1
	no RNA
	TTTCTGAGTTGTATCCTTTTTAATAAGCCAGTAAGCACAAG
	AAATGTGATGATTATTTTCCTTATCAGAAAGTTATGTGAAG

	212
	ctg16008
	18497646
	18503408
	gtag
	5762
	13
	3
	8
	excision repair protein (ERCC5/XPG)
	CTGGCTGTTGGTATCCTTAACGCCGCGTTGGGACTTGGGGT
	CCGGAGTTTTTTCCATTAACAATTCTCCCAGATATTAGCAT

	213
	ctg16008
	18525768
	18526627
	atat
	859
	11
	2
	17
	excision repair protein (ERCC5/XPG)
	AAATTAGAGAATATCCTTTGCTTCTTAAAAGAGAAGGAAAC
	CAAAATATTTATAAGTCTTAACTGCATGCATATTTTGTCAG

	214
	ctg16106
	815887
	815369
	atag
	518
	13
	1
	1
	unassigned RNA
	AATTCAGAGAATATCCTTTTTAAAACAAAAAATCGTGAATA
	CGCTTTAAAATATCCTTAACATATGTTTCAGGGATTCATTG

	215
	ctg16106
	900543
	903194
	gtag
	2651
	15
	1
	70
	MCT-1
	TACCATTGTTGTATCCTTCCCAGGCTAAAACTGCTGAAAAA
	ATAAATAGTTTTCTTAGCTGTGTTCTTTCAGGCTATCATGG

	216
	ctg16166
	5418471
	5418020
	atac
	451
	13
	2
	14
	glia maturation factor beta
	GACAACCTCGATATCCTTTTCTTAGTGCTTTAAAAGATTTA
	GTAACTTTAGTTTCTTTAACTTGAGAAAAACCTTCATTGTG

	217
	ctg16166
	5467290
	5467965
	gtag
	675
	14
	1
	5
	CGR19
	AACAGTATTTGTATCCTTTCGTCTGATATACCCATTAGCAC
	AGTGGCAATTTACCTTTACATTTTCAAAAAGTATTAAAAAG

	218
	ctg16170
	732939
	733805
	gtag
	866
	13
	3
	5
	huntingtin
	TCGCGGCGATGTATCCTCTCTGGGTCCCTGGTGCTGGCCCC
	TGCCGGCCTTTTTCCTTAACTCCTGCACCAGCCTCCCACAT

	219
	ctg16235
	274250
	272440
	gtag
	1810
	15
	2
	4
	nummuscle myosin heavy chain-B(MYH10)
	ATTGAAACATGTATCCTTTTTCATAAATGTATAATCCAAAA
	AATAATTTAATTCTTAACTGTCTTTGCTCAGACCTTCTGGA

	220
	ctg16282
	693960
	694394
	gtag
	434
	16
	2
	67
	ionizing radiation resistance conferring protein (DAP-3)
	TATCTTCTGTGTATCCTTTCCTGCCTGCGTGGACCCTCATG
	GTCATGTTTTCTTTAACAACATATACTTTAGATGGAGAGAA

	221
	ctg16307
	2640943
	2641913
	gtag
	970
	13
	0
	2
	no RNA
	CCCAAGCAGTGTATCCTTTCCGGGGGGAGTATGGCCCGAGG
	GCCCCTCTCCTTTCCTTAACGAGCTCTTCAGACATGCAGTG

	222
	ctg16307
	3656542
	3658072
	gtag
	1530
	16
	1
	9
	"Human protein phosphatase 2A alpha subunit mRNA, complete cds."
	AGGAGTTTTAGTATCCATTTGGTTTTCTTTGGTGTTTGGTG
	AGTGGAAATTCCTTAATAAAATGTTATCTAGACATTGTGGA

	223
	ctg16335
	751972
	753283
	atac
	1311
	13
	0
	2
	no RNA
	TATTTGCATAATATCCTTTATCACAAGATATGGTGACTTTA
	AAATTGTTCTCTTCCTTAACACTTGGGTTACATGAATATCC

	224
	ctg16335
	2141893
	2143100
	gtag
	1207
	12
	3
	11
	RAB-like protein 2a or 2b ?
	TGGATGGCTTGTATCCTTCAAGGTTTGAAGTACTCCTTGTT
	TTATTGATTTTGCTCCTTAACCTGAGTGCAGTCAGCCACAG

	225
	ctg16335
	6765525
	6768939
	gtag
	3414
	13
	2
	5
	insulin induced protein
	TGCCAGTGCTGTATCCTTTACTCTGTAATGAAATGCATAAT
	TTTTAAGATGACTTCTTAACACTGATCTCAGAAAGTGGATT

	226
	ctg16391
	891630
	891155
	atac
	475
	13
	0
	3
	no RNA
	AGAAGAAACAATATCCTTTTCATTTTGATGTTTTCAGTTAG
	AAAAGTTGTTTTCCCTTAATTTGTCATCTACTCATAAGTCC

	227
	ctg16408
	1261706
	1260537
	atac
	1169
	14
	0
	41
	no RNA
	AAGTGGGACAATATCCTCTGTGGAGAACACCCCCCCATGGA
	TAGTCCGTATTTCCTTAACTTTTTTTTTTACATATATTTGT

	228
	ctg16453
	1353893
	1353656
	gtag
	237
	10
	0
	6
	no RNA
	TTTTGATTTTGTATCCTTTCTTTAACTGAACGTTCAGCCTA
	GTTGGAGAGTTTTTTTCCTTGATTCTCACAGCTATCTTATG

	229
	ctg16478
	747742
	748168
	gtag
	426
	16
	3
	56
	poly(ADP-ribose) polymerase
	TATATAACGAGTATCCTTTCTTGAGTATGCTGTGTGAGCAC
	GCTGTTGGCTCCTTAACAAGCTTCCCCTCAGGTACATTGTC

	230
	ctg16537
	2759032
	2759131
	gtag
	99
	11
	0
	4
	no RNA
	AGAGCATCCAGTATCCTTGGAGGGCTGCCTGTGTGTGGAGA
	AGGTGCTCTTAGGAGCCTTAACCAAGCTCAGGTTTGTGCTG

	231
	ctg16537
	9860000
	9860338
	gtag
	338
	11
	2
	4
	phospholipase c beta 4
	AATTTGTCAAGTATCCTTATGTATCAAGTGGAATGAGTGGT
	CTTTTTTTCTGTTTTCCTTAATAAGTTACAGTTATAACAAA

	232
	ctg16537
	13762255
	13761061
	gtag
	1194
	16
	1
	2
	unassigned RNA
	GCTGAACACCGTATCCTTTTGGAATAGATCAGAGTTGTTTC
	GAATTTTTTTCCTTTACTTCAACTCACTTAGCTGAAGGACA

	233
	ctg16537
	21773758
	21776953
	gtag
	3195
	12
	1
	38
	N-terminal acetyltransferase complex ard1 subunit
	TACAGAAACTGTATCCTTTTTTACAAAAAAAAAAAAGTTGA
	TTACTTTTCACACTCCTTAACAGGACTCTAGTATGGGATTC

	234
	ctg16537
	21799041
	21796764
	atac
	2277
	12
	4
	9
	unassigned RNA
	TATGAGCGATATATCCTTTGGACGAGATCTGTATGGTGCCA
	TTTGCCTGGGATTTCCTTAATTCCCTTGCACTTGTCCTCGT

	235
	ctg16551
	142124
	140613
	gtag
	1511
	15
	9
	16
	WDR10p/SPG
	GCAAACAACAGTATCCATGCCCTTGGCCAGAGCCTGTGTGT
	TCTGATTCCATCCTTGACCAGATCCCTCCAGGCTCCCAGAT

	236
	ctg16551
	147305
	145331
	gtag
	1974
	16
	6
	9
	WDR10p/SPG
	TCTCTAAAGTGTATCCTTTCTCTTATCCCTCCTCCGTCCCA
	CCCCTGCTGTCCTTAACCCTGTTCACGGCAGGAAAATACTC

	237
	ctg16574
	125108
	127679
	gtag
	2571
	15
	0
	1
	no RNA
	TGCTGAATTTGTATCCATTTTCTTCTCTCCTATCTCAATTG
	GGATTGTGCTTCCTTGACCCCATGAATTAAGGTGCAGCCAA

	238
	ctg16574
	356281
	358062
	atac
	1781
	15
	1
	0
	E2F2 transcription factor
	CCAACAAGAGATATCCTCCTTGGTTGGGGGAAGGTGTCAGG
	ACAGTCACTTTTCTTGACTCTCCTGCCCTACGCTGGCCTAT

	239
	ctg16574
	657348
	653838
	atac
	3510
	10
	2
	8
	transcription elongation factor TFIIS.h
	ATCGAAGATCATATCCTTGAACTGTGCCGGGGCTGTGGGTG
	TGAATGGCTGGCCGGCCCTTGACTGTGTCACATATCTACCA

	240
	ctg16574
	699775
	691254
	gtag
	8521
	18
	2
	1
	transcription elongation factor TFIIS.h
	CCAAAACCAGGTATTCTTTTTTGGGATGGAGAGAAGGGAGC
	AGCAGTCTCCTTGCCAATTTTCTTCTTTCAGGAGAGACTCT

	241
	ctg16586
	2170190
	2170756
	atag
	566
	14
	0
	1
	no RNA
	TGGGGACCTTATATCCTTTTGTTCCAAGCACCCATTTTACA
	CCTGCAGCTCATCCTTGACCCGCGGCGTCAGAGTATTGACC

	242
	ctg16586
	2475706
	2475047
	atac
	659
	11
	2
	3
	E2F1 transcription factor
	ACAGCCAGCGATATCCTTGGATTGGCCGTAGGGTGTGGAAG
	CAAAGGTCATGTGGTCCTTGACTCTGCCAACCCTGGCCTAC

	243
	ctg16704
	2269288
	2269537
	gtag
	249
	12
	6
	7
	erythroid K:Cl cotransporter (KCC1)
	TCCCTCGTGTGTATCCTTTCCCAGGCCTGGGGCAGGTGGGG
	AGAGGCCGAGTTTTCCTTGACGCCGCCGCAGACTTCAGCAG

	244
	ctg16704
	2275163
	2275317
	gtag
	154
	16
	4
	7
	erythroid K:Cl cotransporter (KCC1)
	GACGAGAACTGTATCCCTTTGTGGAGAGGCAGGCAGTTGGG
	GTTGTTGCCTCCTTGACTTGAGGCCCTGCAGACATGGAGTT

	245
	ctg16704
	2338461
	2338354
	gtag
	107
	12
	2
	4
	autoantigen
	GAGCAGGAACGTATCCTTGAGACTGGTAGCACAACATGGCA
	GCTCCAGGCCCGTTCCTTAGCTATGGCGCAGAGCGGCGGCT

	246
	ctg16704
	2342900
	2342799
	gtag
	101
	13
	1
	3
	autoantigen
	GCAAAATTCAGTATCCATTCCTTCCTGTGGGTGGTGGGACT
	TCATCTATCTAGCCCTTAACACCCTGCTCAGAGAAGAGATC

	247
	ctg16733
	591947
	591844
	gtag
	103
	19
	2
	0
	"calcium channel, alpha2/delta 2 (CACNA2D2)"
	GAGACGCACTGTATCCTGCCCCCGCCCTCCCCGCCGCCCGC
	TCCGCCTCCTTGACTCCCCACCCATGCCCAGCGGACGGCCC

	248
	ctg16733
	591947
	591850
	gtat
	97
	13
	4
	0
	"calcium channel, alpha2/delta 2 (CACNA2D2)"
	GAGACGCACTGTATCCTGCCCCCGCCCTCCCCGCCGCCCGC
	CCGCCGTCCGCCTCCTTGACTCCCCACCCATGCCCAGCGGA

	249
	ctg16733
	1400085
	1401149
	gtag
	1064
	13
	1
	0
	unassigned RNA
	GATGCCCAGTGTATCCTTTGATACTGGGTGGGAGGAGGAGG
	AGTCTGTGTTTCTCCTTCACTTCCTGCCCAGACTTGCAGAT

	250
	ctg16733
	1553239
	1552660
	gtag
	579
	16
	4
	5
	HIV-1 Vpr binding protein (VprBP)
	TACTGAGATTGTATCCTTTATACTCATGTCTTACCTTCCAT
	AAATAGTTTTCCTTGACCATTCCCCTCCTAGTGGGACCTTC

	251
	ctg16734
	3065528
	3062694
	gtag
	2834
	12
	1
	6
	unassigned RNA
	ATCGAAAGTCGTATCCTTTGCACACATTTCAGGTCACAGCC
	TTCTTTTGAGCAGTCCTTAACTTCCAGAAAGGTACCTGAAG

	252
	ctg16736
	59874
	59737
	gtag
	137
	11
	1
	5
	DNA binding regulatory factor (RFX5)
	GCCAGTCCAAGTATCCTTGACTAGAGAGGTTGGGGGTGGAG
	CATGTGTTGGCTGCTCTTTAACTTGCATCAGATATTGCTAC

	253
	ctg16751
	982697
	982896
	gtag
	199
	13
	2
	24
	unassigned RNA
	GGAAGCCACAGTATCCTTGGAGCACTATGGGGGCTGGTGGG
	TAGGATCCATTGTCCTTGACCACCATGCCAGATACACAGAG

	254
	ctg16827
	93452
	102023
	atac
	8571
	14
	0
	1
	no RNA
	AGGGCGACAAATATCCTTTTTTACTCTTCAAAGGGAGTGTG
	ATTTTTATTTTTCCTTTATTAAAAATTCTACTTTGATGGTA

	255
	ctg16842
	2089152
	2085000
	gtag
	4152
	14
	2
	0
	"Human neuronal DHP-sensitive, voltage-dependent, calcium channel alpha-1D subunit (CACNA1D)"
	TGGAATGGAAGTATCCTTTTTTTGGGGGAAGTCTTTCTCAT
	AACACATATATACCTTAACACATTTTTTCAGACCATTTGAC

	256
	ctg16842
	3242482
	3242700
	atac
	218
	12
	2
	4
	calcium channel alpha2-delta3 subunit (CACNA2D3)
	GAAATCAGGTATATCCTTTTGTGTGCAGGTCCACTCACTAC
	TCCTTGGAAACATGCCTTAACTACAGTCAACATAATGAATC

	257
	ctg16861
	362833
	353907
	atac
	8926
	12
	1
	20
	cullin 4A (CUL4A)
	CGTTTAGAGAATATCCTTTTTTTGGTTCATAAAGTTTCTAT
	ATTTTTAAAGTTTTCCTTAGCAGATCTGTACAGACTCACTA

	258
	ctg16861
	362833
	362556
	atac
	277
	12
	0
	1
	unassigned RNA
	CGTTTAGAGAATATCCTTTTTTTGGTTCATAAAGTTTCTAT
	TCAAGTTTGAGTATCCTTTATTCTAATAAACACCATCTGCA

	259
	ctg16861
	384494
	385448
	atac
	954
	9
	4
	25
	unassigned RNA
	TGATAGTCCAATATCCTTTGTCGTTCATGGCAGCTGTCCCG
	TTTGTATGCCATATCTTCCTTAATACAGTACATCATTCTTG

	260
	ctg16920
	87556
	84880
	gtag
	2676
	15
	2
	144
	calcium dependent protease
	CGTGATGGATGTATCCTTGGGGGCAGTGTGGGAGAGGCCCT
	GCTGTCACTCTTCTTAACACCCTCCCACCAGAGCGACACCA

	261
	ctg16938
	622316
	618364
	gtag
	3952
	18
	0
	1
	no RNA
	AACAATATATGTATCCTTTTGAAGCAAATAGAGACCACCTA
	CCTGTTTTCCTGAACTTCTTTTTCATCCCAGAAGGAGAATG

	262
	ctg17028
	225680
	224089
	gtag
	1591
	9
	4
	12
	inositol hexakisphosphate kinase 2 (IP6K2)
	AACCAGTACAGTATCCTTTGTTCACGGGCATCTCTGCATTT
	CCTTTTGGGGGTATTATTCTTAACTACTCAGAATTTATCTT

	263
	ctg17036
	610045
	611041
	atag
	996
	13
	2
	3
	cAMP-binding guanine nucleotide exchange factor III (cAMP-GEFIII)
	TACACCAGTAATATCCTTTTGTGGAGTTTGGAAAAGGAGAG
	GCGTAGGGATTTTTCTTAACTTAAGGGTCAGCTTTGTTCGG

	264
	ctg17042
	511298
	511012
	gtag
	286
	14
	2
	1
	phosphlipase C beta 3
	AGTTTGTGGAGTATCCTTTGAAGGTGCTGTGGGCGGCGCAG
	CACCTGTGTGGCCCCTGACCACCAATCTCAGATACAACAAG

	265
	ctg17042
	744623
	740530
	gtag
	4093
	16
	1
	25
	ADP-ribosylation factor-like protein 2 (ARL2)
	TGCTCATGCTGTATCCTACCGGACGCCGGAACCGCGAGGGT
	AGGGACTTCTCCTTAACCTGCTGCGCCCCAGTGGCCTGGAC

	266
	ctg17042
	1179863
	1179356
	atac
	507
	14
	5
	7
	calcium- and diacylglycerol-regulated guanine nucleotide exchange factor I (CalDAG-GEFI)
	TGCTCCACATATATCCTTCGCCGGCCTTGCCAAGGCCCCCG
	GTTAAGCGGCCTCCTTAACCCTCTCCTTCACCTACCAACAA

	267
	ctg17042
	1585240
	1585700
	gtag
	460
	12
	2
	35
	"calcium activated neutral protease large subunit (muCANP, calpain, EC 3.4.22.17)"
	CCTCATGGATGTATCCTTCCGTTTGCTTTTGTCTCCTGAGT
	TGATGGAATTTCCTTCTTAACGGCCACCCAGCGTGATGGCA

	268
	ctg17042
	1643482
	1644584
	gtag
	1102
	14
	2
	11
	DNA polymerase alpha
	TTCAAGAGCTGTATCCTTTTCTGCTGAAGGTCTTTGCACCA
	CATTATTGTTTTTCTTAACCAGTGTTCTTAGAATTGAAGTG

	269
	ctg17042
	2319296
	2319390
	gtag
	94
	11
	2
	17
	Dr1-associated corepressor (DRAP1)
	GTCATCATCTGTATCCTGCCGGGGGCGGACCGGGTCGAGGG
	CTGCCCCGGAGTTCTCCTTGACGCTCCTCAGCCCGGGCGCT

	270
	ctg17042
	2862671
	2861338
	gtag
	1333
	13
	3
	18
	unassigned RNA
	CTGGTTTCTGGTATCCTTTCACCCAAGGTGGCCTAAAAGTG
	CTCCACTAGGCTTCCTTGACCCCCACCACAGGCCCATACAT

	271
	ctg17057
	150869
	148794
	atac
	2075
	15
	0
	10
	no RNA
	CTCCAGACTCATATCCTCTCAGGCCCGGCCCAGCCTCCTGC
	CTGTCTGGCTTCCTTGACTCCTGGCGGGCACAGCTGGCTGT

	272
	ctg17064
	105526
	105725
	gtag
	199
	15
	1
	48
	unassigned RNA
	CCCATAACGTGTATCCTTGGAAACCTGGGCTTTTTCCAGAG
	CCAATGATCGCCCTTGACCTAAGTGGCCCAGATCTGTCAGA

	273
	ctg17077
	14755
	14975
	gtag
	220
	19
	0
	4
	no RNA
	TTGACTGGGTGTATCCTGCCCCTTCCAGTCCCATGAGAACC
	ACCCTTTCCTTGACCGTGATCTCCACCCCAGTTATGGGTAC

	274
	ctg17082
	2828242
	2829125
	gtag
	883
	17
	0
	5
	no RNA
	GATCCAGCTTGTATCCTCTGTGCTTAGGATGGGCCCTGATG
	TCCAAGTTTACTTAACCCAGTGATCTATCAGATATTGCAGT

	275
	ctg17129
	1016435
	1017201
	gtag
	766
	12
	0
	47
	no RNA
	AAGCTACAGCGTATCCTCCCTCAGGCTCTTCCACAGCCCAT
	TGTGTATGCCGTTCCCTTAACCTTAAACCAGGAAAGCTTCC

	276
	ctg17189
	530732
	537766
	gtag
	7034
	16
	0
	1
	no RNA
	TGAAACTGGTGTATCCTTATCATGGTGTTCTATGCAGCAGT
	TTGTACTTTTCCTTAGTTTAAAATATCACAGATTTACCTAA

	277
	ctg17207
	20648
	21739
	atac
	1091
	11
	2
	5
	unassigned RNA
	CGGACGGCAGATATCCTTTTCACCAGAGGATGAGGGTGGGG
	CCAGTGGCACTGCCCCCTTAACTCACCTCACGCCGACAGCT

	278
	ctg17207
	407037
	404994
	gtag
	2043
	14
	0
	17
	no RNA
	CCTTCTCCATGTATCCTTCCTCTCTGCTCCCTGCCAGTGGG
	CACCTGAGGCCTCCTTAGCTCCAGCCTCCAGCAAGATGTTC

	279
	ctg17326
	1011062
	1010964
	atac
	98
	10
	2
	9
	proliferating-cell nucleolar protein P120
	ATGGAGCAGGATATCCTTGCAGGGCAGAGTGAAGAGTTAGG
	ACATCATGACACAGTTCCTTAACAGGCCCACATGCCCAGGC

	280
	ctg17326
	1025477
	1025367
	gtag
	110
	15
	1
	22
	Mi-2 putative helicase
	GCATTATAAAGTATCCTTTGCCTGAATCTGTACTGAGGCTT
	GTTTTGTTTTTCCTGAGCACTTTTCCAATAGCCATGGCTAT

	281
	ctg17326
	1455072
	1454646
	atac
	426
	11
	4
	98
	B-cell receptor associated protein (BAP/REA)
	TGCCAAGATGATATCCTTCTGCTGGAGAGATCTCAGCCCAG
	CTGCCCTTGCGTGTACCTTAACCCTCCTCACCTTGGAGAAG

	282
	ctg17328
	3847091
	3848228
	gtag
	1137
	14
	0
	2
	no RNA
	GAGAGCTGCAGTATCCTCTCTGGTCAAGGGTCATGGCCACC
	AAGCTAGGAAGCCCTTAACCCGTGCCCACAGGTACAATCAC

	283
	ctg17328
	3850251
	3852930
	gtag
	2679
	16
	1
	0
	unassigned RNA
	TCCTGGGAATGTATCCTTCCTCACCTGAAGGGGAGGGGTCC
	CTGGCTCTTTCCTTAGCGGGGCACTGGCCAGTTACCTCACC

	284
	ctg17403
	1436192
	1435940
	atac
	252
	9
	2
	10
	protein kinase Njmu-R1
	GACTTGAGCTATATCCTTTCTTTGGTTTTTGAGAACATCAG
	TTCATCCTTTATTGCTTCCTTAAGAACATACTTTCAGGCTT

	285
	ctg17403
	1448312
	1449770
	gtag
	1458
	14
	1
	60
	zinc finger transcription factor (ZNF207)
	CGTGGTGCTGGTATCCTTTGTCGGTTTGAAGTCGAGGTCGC
	GCTGTCTTTGTGCCTTAACAGTATTGATCAGGTATTGTAAT

	286
	ctg17436
	62912
	59269
	gtag
	3643
	16
	1
	11
	3-phosphoinositide dependent protein kinase-1 (PDK1)
	GAGAAGCTGTGTATCCTTTGCGTGGTTGGTGCCGTCTGAAG
	TTTTACACTTCCTTAACTGCACGATATTCAGATTTCGGCCT

	287
	ctg17441
	554593
	556064
	gtag
	1471
	14
	2
	37
	unassigned RNA
	CCTTATCAGTGTATCCTGCGCTTTGCACTCCAGCCTCTTGA
	CTGCTGTTTGTTCCTTCATCACCCTGGCCAGGCTGAGGTCC

	288
	ctg17441
	554593
	557340
	gtag
	2747
	10
	0
	1
	no RNA
	CCTTATCAGTGTATCCTGCGCTTTGCACTCCAGCCTCTTGA
	GCTTCGTGATATATTTCTTTAGCTAGGTCAGGGGGTTTTGG

	289
	ctg17441
	1509924
	1507805
	atac
	2119
	13
	1
	11
	ras guanine nucleotide releasing factor (C3G/GNRP)
	TGCAGTACAGATATCCTTTCCTTCCTGACCCAGGGCCCCTG
	CACATGGCTATTTCTTTAACCCGTGCTCCACATATGAGAAA

	290
	ctg17450
	79338
	78013
	atac
	1325
	10
	2
	11
	c6.1A protein
	AGAGGCAGAGATATCCTTACTGGTCAATAGAAGCTTTTATG
	CCACATTTTTAAAGTACCTTGACAGACACACAGGTTGGCTG

	291
	ctg17450
	632419
	632981
	gtag
	562
	13
	2
	1
	muscle-specific serine kinase 1 (MSSK1)
	AATGGAGTCCGTATCCTTTGCAGGAAGAGCAAAGCAGTGTG
	GTCCACTGGCCGCCCTTCACTCCCAGCCCAGATGTGTGCAT

	292
	ctg17450
	1217559
	1217245
	gtag
	314
	16
	1
	12
	no RNA
	CGCACATATTGTATCCTTTCCGAGCTGGGGGCTGCTTGCGG
	TCAGATGGCACCTTAACCGAATGACCCCCAGCACCCTCAGC

	293
	ctg17490
	3218237
	3217909
	gtag
	328
	18
	1
	1
	unassigned RNA
	GTAAGTACCCGTATCCTTTATACAAATATTTTCTGCATAGT
	TGTGTTTTCCTTGACTACCCACTCCTTTCAGGTTGGGAAGT

	294
	ctg17492
	287351
	287665
	gtag
	314
	17
	0
	10
	no RNA
	GAGATTGCTAGTATCCTTCCTTGATGTCCCCGTGTAGTGGA
	CTCGCCCTTCCCTAACCCGAGCGTGCCGCAGAAATCTCCCA

	295
	ctg17565
	132197
	132405
	ataa
	208
	13
	1
	0
	arginine methyltransferase
	GAAGAAGTAAATATCCTTTTGTGAGACCCCTCCCCACCCTG
	ATCGCCGCTACTTCCTTAACTCCACCTCCAACCCCCCTTTG

	296
	ctg17565
	1280410
	1276853
	gtag
	3557
	15
	0
	1
	no RNA
	ATTGAGACCTGTATCCTCTCACAGCCCATGGGGGTGGCAGC
	CCCCTCTAGCACCTTGACTCGCTGTGTCCAGACCTGCTGGA

	297
	ctg17568
	404113
	407685
	gtag
	3572
	8
	0
	1
	no RNA
	TTGGCAGATTGTATCCTTGTGATTTTGTTTAATGTGTTTCT
	TTTAAACCATAAAATTATCCTTGACACTTAGAATGTCGCTT

	298
	ctg17689
	543157
	540679
	atac
	2478
	11
	2
	7
	unassigned RNA
	TAAACGTAAAATATCCTTTGGCCTCTCAACATAATTATTTA
	TGCTTTAGTTTTGTTTCTTGACTTGCGTAACATCATCAAAT

	299
	ctg17714
	1177567
	1185148
	gtag
	7581
	15
	0
	1
	no RNA
	TTGATCACAAGTATCCTTTTAAGTAGCATCCCCTGTGTCGG
	CAGCCATTTTTCCTTAATTCACATTTTAAAGTTACCTGAAG

	300
	ctg17737
	961395
	962640
	gtag
	1245
	15
	1
	19
	unassigned RNA
	TTGCATCGTGGTATCCTTCAGTCTGTGATTTTGGGCCAGAA
	TTATGTCTGATCTTTAACTTTACAAACCAAGATTACTGGCT

	301
	ctg17748
	4534286
	4534924
	gtag
	638
	13
	1
	14
	"Homo sapiens cyclin K (CPR4) mRNA, complete cds."
	GTTTGGGGCTGTATCCTGACTCTCCTTGGAATCTGTTACAG
	TATTGGTTAGAGTCCTTAACCAGAACAACAGACACTATGAT

	302
	ctg17748
	4936163
	4938548
	gtag
	2385
	12
	1
	1
	echinoderm microtubule-associated protein homolog HuEMAP
	TGGAATGGGTGTATCCTTTATTCATTGATTAGGTCTCACAT
	GAAAAAAAATTTTATCTTGACATCCACAAAGCTATGGGTAC

	303
	ctg17777
	5860664
	5847241
	gtag
	13423
	19
	0
	2
	no RNA
	CTTTTGCAATGTATCCTTCAAAACATCATTAATATTAATTT
	CTATTTTCATTAACTACACACTATTTTAAAGTAGAAGATGG

	304
	ctg17777
	5860664
	5847279
	gtag
	13385
	16
	0
	1
	no RNA
	CTTTTGCAATGTATCCTTCAAAACATCATTAATATTAATTT
	TGTGGTTTTTCCTGAACTTTTCCTTCTGCAGCAAAGTTCTA

	305
	ctg17782
	10920
	9461
	gtag
	1459
	16
	1
	2
	S2P
	CATTTGTCAAGTATCCTTTCTGGTGTGAAACATGTTTTAAA
	ACAGTTGGTTCCTTAACTGATTTTAACCCAGGTACCTGATT

	306
	ctg17872
	240784
	241252
	atac
	468
	12
	1
	0
	unassigned RNA
	ACCCAGAACAATATCCTTCTGGCACCCCCTGGGGGCAGTTG
	GGGATTGGCTTGGACCTTGACTGCAGCCCACGCACGGCCGA

	307
	ctg17887
	5412
	21221
	gtag
	15809
	13
	2
	2
	TFIIB related factor hBRF (HBRF)
	GGCACGCCGCGTATCCTTTGGTTTGAGAGCCTCCCAGAGGG
	CACTCGACAGGATCCTTGACTCCTGCTGCAGACATGCTCCT

	308
	ctg17936
	210218
	210813
	atac
	595
	12
	1
	21
	Not56-like protein
	ACACCCAACCATATCCTTTAAATTGTGGGAAGGTAAGTCTT
	ACTCCTGCCCTTGGCCTTGACCACCGCATACAGATCGTTTC

	309
	ctg18037
	948689
	947897
	gtag
	792
	16
	2
	3
	B-raf
	AAGAGTAATAGTATCCTTCCTGAAATTTGTCTGCGAAGTTT
	CTACTGTTTTCCTTTACTTACTACACCTCAGATATATTTCT

	310
	ctg18037
	11933911
	11934471
	atac
	560
	13
	3
	12
	serine threonine protein kinase (PSSALRE)
	GGATCTTCCGATATCCTTGCTTTCCTCTGCCTTGAGCCCTC
	TTTCCCAAGTGATCCTTGACTCCGTGGACACACTGCTGGGG

	311
	ctg18037
	11938328
	11938180
	gtag
	148
	17
	4
	0
	"Homo sapiens proton-gated cation channel ASIC3 mRNA, complete cds."
	GCAGCAGCAGGTACCCTTCCGTGTGCCTCCACACCTACTAC
	GGGAAGCCTCCTTAACCCTGTCCCCCCACAGCTGAGCTTCC

	312
	ctg18073
	67763
	68524
	atac
	761
	13
	2
	51
	spermidine aminopropyltransferase
	TATGGTAGAGATATCCTTTGTTGTATAAGAGAACAAGTTCA
	ATACCCAAATTCTCCTTAACCTGTTGCGGACATTGACCAAA

	313
	ctg18073
	82361
	83959
	gtag
	1598
	13
	2
	34
	spermidine aminopropyltransferase
	ACTTGGAATTGTATCCTTTGACCGTGACATTCTGTTGCCAG
	ACCTGCTTTTATTCCTTGACTCCCTGTCCAGGTGGGTATTT

	314
	ctg18126
	322495
	321974
	atac
	521
	11
	0
	7
	no RNA
	CACCAGCAAGATATCCTTTGTCAGCTAGAGGACACTCCAGT
	TCCACCCATTGAAGTCCTTAACTGCCCTCACCGTGCTGGAG

	315
	ctg18147
	809169
	810258
	gtag
	1089
	15
	0
	161
	no RNA
	CTGGGGGACTGTATCCTTTGTGTGACTTTTTGAGGAAGCAT
	GAGTCAGGATTCCTTAACACCTTTCCTTCAGATGAAATCCA

	316
	ctg18251
	465553
	466711
	gtag
	1158
	16
	1
	1
	unassigned RNA
	CGACACCATCGTATCCTTCAGGGCGTGTGGGGCAGGTGGCG
	CTCAGCTTGGCCTTAACGGCGGCACCCCCAGATCTCCATCC

	317
	ctg18306
	1072422
	1071862
	atac
	560
	13
	1
	2
	unassigned RNA
	TATATGCACGATATCCTTTAGTGCCAGCATCTGGTCTGAAT
	GATGAAGCATTTACCTTAATTTGCCATGAACGTGATTTCCC

	318
	ctg18322
	250426
	251296
	gtag
	870
	15
	1
	100
	neutrophil cytochrome b light chain p22 phagocyte b-cytochrome
	CCTACTCCATGTATCCTTCCACCTGAGGCTGGGGTGGGCGG
	GCTGGGCTGTTCCTTAACCACATGGCTTCAGTGTGGCGGGC

	319
	ctg18348
	4421
	5521
	atac
	1100
	12
	1
	6
	H.sapiens mRNA for stress activated protein kinase-3
	GGACGATTTTATATCCTTAACTTCTGGGGGAGAGGGACTGT
	CAAGTCGGAATCTTCCTTAACAGAGCCCCACGGACTACATC

	320
	ctg18433
	380147
	382873
	gtag
	2726
	18
	0
	18
	no RNA
	AACCTGTATCGTATCCCTTTGCTGGGGGTGCTCCCAGGGGA
	TGAATGCTCCTTAACTGTGGCCGCCATGCAGTGGTTGCCAC

	321
	ctg18539
	96086
	95515
	gtag
	571
	16
	2
	1
	inositol polyphosphate 5-phosphatase (5ptase)
	GATAACCTCTGTATCCTTCAGACATTCAGCTCTGTGTGTGT
	TTATCGGTTCCTTAACAATGGGGCCAAAAGCTGCCAGCAA

	322
	ctg18539
	141393
	140991
	atag
	402
	15
	1
	0
	inositol polyphosphate 5-phosphatase (5ptase)
	CTGCGTCATCATATCCTTCCTGTGCTAACTGCGGCCCTGAG
	GGGTTGTCTTCCCTTGACTCTG?AGCCGCAGGCGGTGCAAG

	323
	ctg18591
	458333
	458466
	gtag
	133
	15
	1
	2
	DOCK180 - cytokinesis related
	CCTGGCCAGTGTATCCTTTAAGACAACCTCATCAACTCTGA
	GCCTTAGTGATCCTTAACCCCCTCACCTCAGATATTCAGTG

	324
	ctg18647
	69156
	69368
	gtag
	212
	12
	1
	16
	phosphoethanolamine cytidylyltransferase
	GACCTGTTCCGTATCCTCTGGGCCTCTGCTGCTCCCCTACA
	CCATCCCGACTGCTTCTTAACCTGGGTGCAGACATCGGGCA

	325
	ctg18730
	733964
	735578
	gtag
	1614
	13
	2
	36
	unassigned RNA
	TCCACCTTCAGTATCCTTCCTGGCAGAGATGTCCCCATGAA
	CTACTAGCCTTCTCCTTAGCACCCCCACCAGATCTGGAAGG

	326
	ctg18743
	128944
	127430
	gtag
	1514
	13
	2
	4
	unassigned RNA
	TCCAGAAGTTGTATCCTTCCTCTCACTGTGGTTGGGGTTGA
	GCAGACAGACTTTCCTTGACTGCACACCCAGTGGGGACCTG

	327
	ctg18743
	2159516
	2160690
	atac
	1174
	11
	1
	3
	unassigned RNA
	AAGTCATTTCATATCCTTTCTGTTAAAGAGTCCATGTTAAG
	ATGTGGCCCTTCACTCCTTAACTGTCCATACTTATCAGCCA

	328
	ctg18846
	7470681
	7473601
	atac
	2920
	16
	4
	25
	E2F5 transcription factor
	TTAATAATAGATATCCTTTTAAATAAGTTATGCATATACAT
	AAATGTCGTTCCTTAACTCCTATGACAGTACATTTTCCTAT

	329
	ctg18867
	4302903
	4290778
	gtag
	12125
	15
	1
	4
	phosphatase 2A beta subunit
	CAAAGTTTTAGTATCCTTTCTTTGTGATCAAGAATCAACTG
	CCTGGTTCCTTCCTTGACTCGTCTGTGCCAGATATTGTGGA

	330
	ctg18891
	175534
	173705
	gtag
	1829
	17
	5
	171
	unassigned RNA - muscle specific
	CCAGGCACATGTATCCTTCCAGCACTGGGGCCGGGGGGTGT
	GCCAGTTTTCCTTAATGCTTCCTCCTCCCAGCAAGAAGAAC

	331
	ctg18961
	67022
	66819
	ataa
	203
	12
	0
	1
	no RNA
	CCAGGGACCAATATCCTTGGGCACCTATCGGGCAATGCAGA
	GGATCGCTGTTGGCCCCTAACTCGGCACCAAAGTGGCTGAA

	332
	ctg19078
	317626
	317854
	gtag
	228
	13
	1
	44
	FX protein
	GGAAGTCACCGTATCCTCTGGCTCCAGTGCTGGGGGTTGGG
	CTTCTCGCTGTGGCCTTGACAAAGCCTCCAGTTTGATACAA

	333
	ctg19085
	380214
	379830
	atac
	384
	10
	0
	17
	no RNA
	CGATGCCCGGATATCCTTTCACAGAGCAGGGGAGGCCCCTC
	TTTGGAGGAATTTTTACCTTAATTTTGCCACATCCCACTTT

	334
	ctg19153
	800390
	798728
	gtag
	1662
	13
	0
	1
	no RNA
	TCTGATGGAAGTATCCTTTGCGGTCATCCCTCCCATGCTCT
	CTGGCTGGTTCACTCTTAACTCCTTACCCAGCTGAAAGTGA

	335
	ctg19153
	1479008
	1476247
	gtag
	2761
	16
	3
	0
	"Human xanthine dehydrogenase/oxidase mRNA, complete cds."
	AGAAGAAAGTGTATCCTGACTTTGGAGTGGGAGTGACGGAG
	AGTTCATTCTCCTTAACTCTTGACCACCCAGTGGGGCTGAG

	336
	ctg19153
	9470504
	9468833
	atat
	1671
	11
	1
	10
	unassigned RNA
	CAATGGTTGAATATCCTTTATTTGTAAATTTTTATTGATGT
	CCTTAAACCGAATTTCCTTAATAGAGCTTATGTTTGAATCA

	337
	ctg19153
	13443567
	13445415
	gtag
	1848
	17
	1
	3
	no RNA
	TGGAGTGGGCGTATCCTTCTCTACCATGACAGCAAATTCAT
	TATTTAAAACCTTGACTCTTTTTCTGTTAAGATATGGTTAT

	338
	ctg19247
	6229884
	6223216
	atac
	6668
	12
	1
	1
	huntingtin interacting protein (HIP1)
	CACGCCAGAAATATCCTTTTGGATGTTGCTTGGAAGACCGA
	CCATCCGTTGTTTTCCATAACCCCCCCTCACCGTGCATACT

	339
	ctg19247
	6512938
	6514398
	gtag
	1460
	15
	1
	30
	unassigned RNA
	GGGCTGGCCTGTATCCTTCCTAGCAGAGAGCTATAGAACAA
	CCTCCAGTTTCACTTAACACGCCAACCTCAGATGGCCTCAC

	340
	ctg19262
	1221484
	1221690
	gtag
	206
	11
	3
	84
	26S proteasome ATPase subunit (PSMC4/MIP224)
	TTGGAAGACTGTATCCTGCTCCAGAAGTCAGGGAGGGGCCC
	CACAGGGAATAGTTTCCTTAACTCGCTGCAGATGTGGCCCG

	341
	ctg21fin2
	20530904
	20530455
	gtag
	449
	14
	4
	9
	B17
	CTATCAAGCTGTATCCTTTCAGTTGTTGTTAACTAGAATTA
	CTTTTGCAATTTCCTTGATTGTCATCTTCAGGCGTAAAGAG

	342
	ctg21fin2
	20544684
	20540162
	atac
	4522
	17
	2
	9
	quinone oxidoreductase homolog-1
	AAATATCTTTATATCCTTTTTATCGACTGATTGAGTTTCTG
	ACATTGCCACCTTAACAATCCTTCCAGCTACGTATCTTAAA

	343
	ctg21fin2
	20544684
	20540183
	atac
	4501
	10
	0
	3
	no RNA
	AAATATCTTTATATCCTTTTTATCGACTGATTGAGTTTCTG
	GGTTTTATTTAATTCTCCTTTACATTGCCACCTTAACAATC

	344
	ctg21fin2
	23286697
	23287523
	atac
	826
	13
	1
	3
	unassigned RNA
	AACAAGCACCATATCCTTTTGGTTGTGAAATAAAAGCTGTG
	TGTCAATCTGAGTCTTTAACTTATGATATACGACAGATGAT

	345
	ctg21fin2
	23293458
	23293661
	gtag
	203
	10
	1
	0
	unassigned RNA
	AAAATTTTTAGTATCCTTTTTCTGATTCCTTATAGAGATAT
	TTGTGTTCAAAATTTACCTTAATATTTTAAGTCTAAAACAG

	346
	ctg21fin5
	812324
	812633
	gtag
	309
	14
	2
	3
	GT334 protein - sodium transporter?
	AAATTGAAAAGTATCCTTTAATGTTTTCATGAAGCAGGAAA
	CCTCTCCACGCTCCTTACCTCTCCGCTCCAGCTACCTGCAG

	347
	ctg21fin5
	875982
	877440
	atac
	1458
	11
	4
	33
	GT335/HES1
	GGAAGTGGTCATATCCTTCCTGGTAGCCAGGCCCGGCCCGC
	GCTGGGTGGCTTTTTCCGTAACTCTGCACACGAAGCTCACG

	348
	ctg22fin10
	269229
	269115
	gtag
	114
	12
	3
	2
	H.sapiens ERK6 mRNA for extracellular signal regulated kinase
	GGCAGCGACCGTATCCTCCAGCCGCAGGGCGGCACCAGGGG
	CCCCCGAGCTGTGTTCCTGACCTCGGTGCAGACCTGGACCA

	349
	ctg22fin3
	2640958
	2642861
	gtag
	1903
	13
	4
	7
	CDC45L - cell cycle regulator
	TTGAGTATGAGTATCCTTGTGGCCCAGCCTGAGGGGCACAG
	GTGCTTGCATGCTCCTTGACTGCAGGCCCAGCCTCCGCCTG

	350
	ctg22fin3
	3034523
	3033606
	gtag
	917
	15
	2
	2
	thioredoxin reductase II
	GGGGCCAGCTGTATCCTTTGCAAGCGTGCAGGTGGCCGTCC
	TCTACAGTGCTCCTTAGCTGGCACCCCACAGATGTGGCCCT

	351
	ctg22fin4
	1460899
	1459276
	gtag
	1623
	14
	3
	30
	mitogen-activated protein kinase (MAPK1)
	TGAAAGATGTGTATCCTTTTTAGGCAACTGGCCAATTCCAC
	ATTGGTGTTTTACCTTAACCTGTGCAAACAGATATATAGTA

	352
	ctg22fin4
	3476936
	3476440
	gtag
	496
	12
	1
	20
	unassigned RNA
	CCTTATGACCGTATCCTTCCCGCAGGCTCTGGAACCTCGGG
	CCTGCACCGGAGCACCTTGACTCTGGCCCAGCTGCTGGGAC

	353
	ctg22fin4
	9498501
	9497117
	gtag
	1384
	14
	2
	7
	unassigned RNA
	CATCAGTCTTGTATCCTTCTACCATAGCCCACTACGACAGG
	TTAAGACAGACCCCTTAACAAGTCCTCACAGGGACGAGACG

	354
	ctg22fin4
	10762104
	10761734
	gtag
	370
	13
	0
	22
	no RNA
	TTCCATTCTAGTATCCTTCTGTTCTGGGGGAGGGGAAATGG
	CCACCACCCCGCTCCTTAACACCACCTCCAGTCACAACCTG

	355
	ctg22fin4
	15925520
	15924660
	gtag
	860
	12
	2
	4
	nonmuscle myosin heavy chain-A (MYH9)
	ATTGAGACTTGTATCCTTGTGGTTCGTTGGGATAAGAGTCC
	CAGCTTGTGTTGCTCCTTAATATTTGCAAAGATCTTTTGGA

	356
	ctg22fin4
	18174711
	18172305
	atac
	2406
	14
	0
	1
	no RNA
	CGAGCACCCCATATCCTTGTCACTGTGGGCAGGGTGCGCAC
	GTACGGGGATTTCCTTGACAGCGGAAGCCACTGACTGCACC

	357
	ctg22fin4
	21107040
	21105836
	gtag
	1204
	10
	1
	5
	unassigned RNA
	CAGCCAAGTTGTATCCTCCAAGGGTTAAAGTGGTTTGTCAC
	TGGTTGCTGCCTTGACCCTGGACCCCCTCAGCGACGAAGCG

	358
	ctg22fin4
	21383941
	21384825
	gtag
	884
	16
	1
	3
	unassigned RNA
	CTGGAGATCTGTATCCTTTGGGGTTGTAGTTAATGAGCTGT
	GATGCCAGCCCCTTAACTTAATTCTGCCCAGACAAGAAGAT

	359
	ctg24
	7455313
	7460459
	gtag
	5146
	15
	2
	4
	unassigned RNA
	GCATCAAGCAGTATCCTTTCCCATAAAATTTTAGGTGCGCA
	CTGTGTTACCCCCTTAACTGAAACTTCCCAGTGCCATTGGT

	360
	ctg25099
	1737750
	1730988
	gtag
	6762
	12
	1
	35
	serine kinase SRPK2
	AATGGGATACGTATCCTTTACTTCCTGATTTATTTGTATTT
	CATCCACAAACGATCCTTAACTGTGTCCCAGATGTCTGCAT

	361
	ctg25099
	16016139
	16017537
	gtag
	1398
	13
	1
	9
	"Homo sapiens U6 snRNA-associated Sm-like protein LSm8 mRNA, complete cds."
	TACATCAACCGTATCCTCAAGCTGGCCGCCGCGGGCGTGAG
	TAAGAAACACTTTCTTTGATTCAGTTATCAGGAACTGTTGC

	362
	ctg25099
	28277769
	28269840
	atac
	7929
	10
	2
	29
	unassigned RNA
	AACATTTTCTATATCCTTTTTTAGTTCATGTGAATTGCACT
	TTTGCTGTGTTGTTTTTCTTAACATGGATACTCTTTGAAAT

	363
	ctg25099
	28574133
	28573075
	gtag
	1058
	17
	2
	3
	unassigned RNA
	TCTTGAATATGTATCCTTTGTTGCATTTTAAGGAATTGGGT
	GCCTTGGAACCTTAACTCATCTGACTCTTAGAAAAATGCCC

	364
	ctg25122
	37541
	35997
	atac
	1544
	11
	1
	18
	RNP L protein
	CGATGGTGGAATATCCTTTGCTGGAAAACAGGTGTTCCTTA
	CTGTGATGGGACTTTCCTTAACTTGACTCACATTTGACTCA

	365
	ctg25256
	3760070
	3773188
	atac
	13118
	12
	1
	0
	cAMP-regulated guanine nucleotide exchange factor II (cAMP-GEFII)
	TGGTGGCCCAATATCCTTTTATTGTGATTGTAAGTCCCTAT
	TGGCTCAATTTCTTCCTTGACTCCTCGGCACCTACCACGCA

	366
	ctg25448
	1509029
	1509768
	gtag
	739
	20
	1
	5
	"Homo sapiens gamma SNAP mRNA, complete cds."
	ATAATAGGGCGTATCTTTTTCAACTTTTAAAAAGAAATTAA
	CCTTAACTTTGACTTCGTTACTTCCATTCAGTCTTTTTCAT

	367
	ctg25478
	890414
	892141
	gtag
	1727
	15
	2
	0
	protein kinase JNK1alpha
	GGAAGGGACTGTATCCTTGTGCTGCTGCAGCAGTTAATTAG
	TGGAGTATTTTTCTTAGCTACTTGATATTAGATATTGATCA

	368
	ctg25478
	890840
	892141
	gtag
	1301
	15
	2
	1
	protein kinase JNK1beta
	GGTACAGATCGTATCCTTATCTTTGGCCTAAAATGTAGTTT
	TGGAGTATTTTTCTTAGCTACTTGATATTAGATATTGATCA

	369
	ctg2712
	1031063
	1037862
	gtag
	6799
	15
	0
	3
	no RNA
	GTCCTTGAGTGTATCCTTTCATGTCACTCATTTTTATCCTG
	CTTTTATTCCTCCTTTGCTCTATCTTCACAGAATTGCTGGA

	370
	ctg2712
	1088091
	1087917
	gtag
	174
	11
	0
	2
	no RNA
	GTCCTTGAGTGTATCCTTTCATGTCACTCATTTTTATCCTG
	CCACTCTGTATGTTTCCTTAAGAGACAACAGGTCCTCTCTT

	371
	ctg2712
	2077364
	2077225
	gtag
	139
	12
	1
	1
	phosphlipase C beta 2
	AGTTTGTGGAGTATCCTTGAGGTTTCAGTGGCCAGGGTCCT
	GCCTTGGCTAGGGTCCTAAACTCAGGGACAGCTACAACAAG

	372
	ctg2712
	4131796
	4129425
	atac
	2371
	12
	1
	10
	unassigned RNA
	GTGCTGGTGGATATCCTTCTCATTGGCTTGTTTGATGATGG
	CTGAATGTTGAATTCCTTGACCTGCAAACACATATTTATTA

	373
	ctg2712
	6749294
	6751075
	gtag
	1781
	14
	0
	1
	no RNA
	GGCTGGATCTGTATCCTTGGTGGTAGAAGTGTTGATTGATA
	ACTGGCATTTTCTTTTAACTCTAACTAAAAGACATTTTTGA

	374
	ctg2712
	13478834
	13480499
	atac
	1665
	13
	2
	0
	adaptor-related protein complex AP-4 epsilon subunit - protein sorting
	TGGCTGAGAAATATCCTTTTATTTCGACCATGAGTCTTAAA
	GAAGTGTACTTGTTCTTAACACTGTGGACACATATGCTCCT

	375
	ctg28041
	686879
	689242
	gtag
	2363
	14
	1
	8
	unassigned RNA
	TGTTTACAGTGTATCCTTTTAAATACATTTATTGATTCAGT
	TCCAGAATTTTTCTTTAACCATATTATTCAGATGGTGCAGC

	376
	ctg28078
	495770
	493168
	gtag
	2602
	16
	1
	40
	unassigned RNA
	ATTGAGACCTGTATCCTTTCCCTGAGCCTGGGCCAAATGGG
	TCCCCAGAATCCCTAACTCCCTCCAAACCAGATCTGCTAGA

	377
	ctg28098
	2577564
	2571847
	gtag
	5717
	16
	1
	2
	small GTPase RAB6B
	AAAGAAGGGAGTATCCTTTTCCTTTGACAAGTGAGTGAAAA
	GAGTCATCTTCCTTAGCCCGTCCCCCTGCAGTGATCGACAT

	378
	ctg2810
	968984
	971060
	atac
	2076
	9
	1
	9
	unassigned RNA
	TGTATCACTAATATCCTTTCTGCTTTGGAAACACTCTAGTT
	GTTCAAGAGAATGGATTCCCTGACAAGCTACGTTTGCCAGA

	379
	ctg30153
	8866080
	8868016
	atac
	1936
	10
	1
	26
	no RNA
	ATAACTGCTGATATCCTTTAAGAAAATATTTCGTTGCGTTT
	CATAAATTTATATTTTCCTTAATTTACTTACATCTAGAGAA

	380
	ctg3235
	1449702
	1453964
	atac
	4262
	13
	2
	0
	unassigned RNA
	TTTTTTCCTGATATCCTTTAAGCATCAATTTTGATGTGTAT
	AGTTTGGTGTATTCCTTAACTTGGCTTTAACATTTAGCAGG

	381
	ctg3454
	1046368
	1045656
	gtag
	712
	14
	2
	8
	hypothetical transmembrane protein SBBI53
	CTTAATGACCGTATCCTTCAACAAACAACACGGGAAAATGT
	TGTTGATATTTTCCTTAATGCCATCTGCTAGCTTTTTGGTC

	382
	ctg3454
	1047881
	1046463
	gtag
	1418
	14
	2
	18
	hypothetical transmembrane protein SBBI53
	TGATTTTTCTGTATCCTTTATTAAATGGGGTCAGCATCAAA
	TGCTTAATATTTTCTTAACTTGGAACTTAAGATATCGTTAC

	383
	ctg3461
	2469486
	2466933
	gtag
	2553
	11
	3
	3
	"Homo sapiens CSNK1G1 mRNA for casein kinase 1 gamma 1, complete cds."
	AGGACTCAAGGTATCCTTGAAAGTGTTCAGTGGAGGGCTTT
	TAAAGTAACTTTCTCTCTTTACTCTCTACAGGCTGACACAT

	384
	ctg36
	8022436
	8022646
	atac
	210
	12
	2
	1
	cAMP-regulated guanine nucleotide exchange factor I cAMP-GEFI
	TTCTGCACCAATATCCTTCCAGCTCCAGGGGGATGGTGTGC
	GGATGTTGTGGTTCCCTTGACTGGTGCCCACCTTCCATGTG

	385
	ctg36
	8972276
	8974265
	gtag
	1989
	15
	2
	0
	cyclin T1
	GTCTTAACGTGTATCCTTGTGGCCTAGGCCTTCGGCCTTGG
	CTGTTTTTGGATCTTAACTTGAACACTTCAGCTCACAATTG

	386
	ctg36
	9031169
	9043672
	gtag
	12503
	14
	1
	1
	unassigned RNA
	TGCCTTACCCGTATCTTTTTACTCTGCCTGTTAAGGCTGTG
	TCACTTACCCTTCCTTAAGTCCTTATCCCAGAGAAAGATGC

	387
	ctg36
	9031169
	9045709
	gtag
	14540
	15
	1
	3
	unassigned RNA
	TGCCTTACCCGTATCTTTTTACTCTGCCTGTTAAGGCTGTG
	TGTTTTATTTCCCTTGACCATTTTTCTACAGATATTTGTCA

	388
	ctg3678
	130684
	134088
	gtag
	3404
	11
	2
	18
	Ca2-activated neutral protease large subunit (CANP) 
	CATGCTAGATGTATCCTTTAATGTGCTCCAGGGAATAGAGA
	ACACTCAAGGGCTTTCCTTGACTGAAGGCAGTCGGACGGGA

	389
	ctg38
	42393
	42552
	gtag
	159
	13
	2
	27
	unassigned RNA
	TACTTGACTTGTATCCTTTCATCCATGTGTGTGATGTTAGA
	TCAGATTTATTTTCCTTAACTGATTCATTAGATCTTCATCA

	390
	ctg44
	2600507
	2598508
	atac
	1999
	13
	2
	17
	matrilin-2
	ACACAGCGCTATATCCTTTTCTTGCATTATGCTTCTGTATG
	AATTCTTCATCTTCCTTAATTTGAGATTTACTAGAAGAAAT

	391
	ctg45
	15904279
	15917906
	gtag
	13627
	13
	1
	28
	N33 - putative membrane protein
	CTGGTACTGAGTATCCTTTTAAGATACCGACGAATTGAAAA
	ATGTCTACGGCTTCCTTGACAACTACTGCAGATGCCGCTAT

	392
	ctg46
	63383
	60928
	gtag
	2455
	15
	2
	1
	LLGL - putative cytoskeletal protein
	CTGTCAAGATGTATCCTTTGCAGGACAGGTGTTCAGGGTCT
	GCCTATTTCCACCTTGACCTGCCACCCTCAGCTATGGTGCA

	393
	ctg46
	169621
	168789
	gtag
	832
	15
	1
	23
	GTP-binding protein (DRG2)
	CACGAATACAGTATCCTTCCCTGAAAGACACGTGAAGGAGG
	GCACAGGTTGCCCTTAATCGGAGCCCCTCAGAGATCTTCAA

	394
	ctg53
	3106670
	3095974
	gtag
	10696
	18
	1
	2
	unassigned RNA
	CGACCTTCGGGTATCCTTTTTCCATTTTTTTTCCTCCTTAA
	ATTTTCTTCCTTAATCTTCTAATCTTTCCAGATGCCGGAAG

	395
	ctg53
	4278471
	4278361
	gtag
	110
	12
	1
	3
	unassigned RNA
	CTGCCCAGGAGTATCCTTGGCTCGCAGGACGGGAGGGACTG
	AGCGTGTGGCCATTCCTTGACTGTGGACCAGACACTTCCCC

	396
	ctg53
	4363072
	4362407
	gtag
	665
	15
	1
	38
	"rab geranylgeranyl transferase, alpha-subunit"
	TGCAACAACCGTATCCTTCCTTCTGGGTGCCTTTCAGACAG
	TGCCAAGCTTTCCTTGACTCTCCTGAACAAGGCCTCCAGCA

	397
	ctg53
	25845384
	25843610
	gtag
	1774
	13
	3
	47
	rapamycin binding protein (FKBP3)
	CTGATGCCAAGTATCCTTTTTTCCCCTTCATAATTAAAGTT
	TTTATCAAATGTACCTTGACTTCTTCAACAGAATTCCACCA

	398
	ctg595
	7436975
	7443108
	atac
	6133
	13
	0
	2
	no RNA
	GCTAAAGCTGATATCCTTTTTATTACTATAATGACTGACTT
	GAGAAAGTAACTTCCTTGACACTATTTATACTCTTCAGTCA

	399
	ctg595
	11831740
	11831262
	gtag
	478
	13
	1
	10
	nuclear pore complex protein (NUP107)
	AGAGTTTTACGTATCCTTTGCGATTTAAGCATCATTATAAA
	CATGGAAAACTTTTCTTAACTCGTTGTACAGTTCAGGCATC

	400
	ctg7013
	207167
	209191
	gtag
	2024
	12
	1
	3
	H.sapiens mRNA for human giant larvae homolog
	CCATCAAGCTGTATCCTCCGTCCCCTCGCTCCCACTCGGGC
	CCTTCCAGAGCTTTCCTGAGCCTACTCCTAGCTACGGAGCC

	401
	ctg78
	98515
	100884
	atac
	2369
	10
	2
	2
	sodium-hydrogen exchanger 6 (NHE-6) 
	GACAGCTTTAATATCCTTTTGTTATATTTATCTTTTCTTGT
	AAGATCTCATTACTAGCCTTAACAGTCTTACGTGACAAAGT

	402
	ctg78
	104694
	110650
	gtag
	5956
	18
	2
	1
	sodium-hydrogen exchanger 6 (NHE-6) 
	AGGAGCATTTGTATCCTTTATTATGTGTTTTATTTTGAAAA
	GAAATGATCCTTAACCTATTAATAATTTTAGGTTGCTATTT

	403
	ctg78
	121558
	128138
	gtag
	6580
	10
	2
	2
	sodium-hydrogen exchanger 6 (NHE-6) 
	TTGATCATAAGTATCCTTAATTGAGGGAAAAAAAAAAAGGA
	AAGGACCACAGCTCTTCCTTAACCACCGCAGCTATCTGAAG

	404
	ctg9872
	61949
	64475
	gtag
	2526
	20
	0
	15
	no RNA
	CTGGCTTTAAGTATCCTTCCCTGCGTGAAGCCCGAGTCCGG
	ATTTTTCCTTAACTTTTTTTTTTCTCACCAGAATGTCCCTC


Supplementary data table 1: Details of the 404 putative U12-dependent introns

