
 

Figure 1 A 2D read aligned to the reference – yeast S288C. 

 

Figure 2 Event profile at the targeted region from template strain Read 8 – kmers of AAAAA 

are presented both in the reference and in the raw data. 



 

Figure 3 Event profile at the targeted region from reverse complement strain Read 8 – kmers 

of AAAAA are not presented. 

 

Figure 4 Event profile at the targeted region from template strain Read 13 – kmers of 

AAAAA are presented in both reference and the raw data. 



 

Figure 5 Event profile at the targeted region from reverse complement strain Read 13 – kmers 

of AAAAA are not presented. 

 

Figure 6 Read base quality is consistent with the number of erroneous kmer events. 


